A The distribution of global pairwise similarity scores,
obtained using TEAM3.0 (duplicated genes excluded)
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The distribution of global pairwise similarity scores
C) for reshuffled genomes, obtained using TEAM3.0
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The distribution of global pairwise similarity scores,
obtained using TEAMS.0 (including duplicates)
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The distribution of global pairwise similarity scores,
obtained using genome assignment algorithm
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