
Additional File 2
a) geNorm output: Adrenal gland
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Additional File 2
b) geNorm output: Pancreas
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Additional File 2
c) geNorm output: Parathyroid

Kessler et al., feline reference genes, Additional File 2
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Additional File 2
d) geNorm output: Thyroid
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Additional File 2
e) geNorm output: Bone marrow

Kessler et al., feline reference genes, Additional File 2
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Determination of the optimal number of control genes for normalization

0.308

0.250

0.206

0.165
0.183

0.225
0.234

0.222

0.000

0.050

0.100

0.150

0.200

0.250

0.300

0.350

V2/3 V3/4 V4/5 V5/6 V6/7 V7/8 V8/9 V9/10
Pairwise Variations



Additional File 2
f) geNorm output: Mesenteric lymph node
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Additional File 2
g) geNorm output: Spleen
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Additional File 2
h) geNorm output: Parotid gland
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Additional File 2
i) geNorm output: Duodenum
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Additional File 2
j) geNorm output: Ileum
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Additional File 2
k) geNorm output: Liver
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Additional File 2
l) geNorm output: Kidney
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Additional File 2
m) geNorm output: Myocardium
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Additional File 2
n) geNorm output: Brain
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Additional File 2
o) geNorm output: Blood
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Additional File 2
p) geNorm output: Neoplastic tissues
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Additional File 2
q) geNorm output: All healthy tissues
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Additional File 2
r) geNorm output: Endocrine tissues
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Additional File 2
s) geNorm output: Lymphoid tissues
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Additional File 2
t) geNorm output: Gastrointestinal tissues
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