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Is8-1

REP fragments DR Left End orf A 130

TGAAAAACTTCCGCACGACAGTTGAGGTTA e TGGACTGCCCCCAAGAAGTTGGACACCAATCCGACCTAATGGGGGTGTTCAAATGGCCAAGTATTCAGAGCAATTCAAGCT
CACGATAGTTACGCTTTAGCTCAGACACCTG- [GNEeTGGACTGCCCCCAAGAAGTTGGACACCAATCCGACCTAATGGGGGTGTTCAAATGGCCAAGTATTCAGAGCAATTCAAGCT
TCTTCGCGAACAAGTTCGCTCCCACAGGGG VAT GGACTGCCCCCAAGAAGTTGGACACCAATCCGACCTAATGGGGGTGTTCAAATGGCCAAGTATTCAGAGCAATTCAAGCT
CGCTCAGCGTCATACGCAACTCTGAAAGAG- I TGGACTGCCCCCAAGAAGTTGGACACCAATCCGACCTAATGGGGGTGTTCAAATGGCCAAGTATTCAGAGCAATTCAAGCT

CGCGTCCTCTTCCH Rl NN Seae[crNer:cloueler-ulelelo):\olc ®lele T GGACT GCCCCCAAGAAGTTGGACACCAATCCGACCTAATGGGGGTGTTCAAATGGCCAAGTATTCAGAGCAATTCAAGCT
cgCgaaaccTaCgacacaaCtcagaaaggggcCgTgcaTcaCgct cREBTGGACTGCCCCCAAGAAGTTGGACACCAATCCGACCTAATGGGGGTGT TCAAATGGCCAAGTATTCAGAGCAATTCAAGCT

131 orf A 260
CACCGTCGTCAAAGCCTATCTTGCAGGCAACATAGGCTTTCGCAAGGTGTCCAGCCAGTTCTCGATCGATTCCAGCCTGCTTCGACGCTGGGTCGCCAATTACAAGAGCCATGGGCACACAGGCCATCGT
CACCGTCGTCAAAGCCTATCTTGCAGGCAACATAGGCTTTCGCAAGGTGTCCAGCCAGTTCTCGATCGATTCCAGCCTGCTTCGACGCTGGGTCGCCAATTACAAGAGCCATGGGCACACAGGCCATCGT
CACCGTCGTCAAAGCCTATCTTGCAGGCAACATAGGCTTTCGCAAGGTGTCCAGCCAGTTCTCGATCGATTCCAGCCTGCTTCGACGCTGGGTCGCCAATTACAAGAGCCATGGGCACACAGGCCATCGT
CACCGTCGTCAAAGCCTATCTTGCAGGCAACATAGGCTTTCGCAAGGTGTCCAGCCAGTTCTCGATCGATTCCAGCCTGCTTCGACGCTGGGTCGCCAATTACAAGAGCCATGGGCACACAGGCCATCGT
CACCGTCGTCAAAGCCTATCTTGCAGGCAACATAGGCTTTCGCAAGGTGTCCAGCCAGTTCTCGATCGATTCCAGCCTGCTTCGACGCTGGGTCGCCAATTACAAGAGCCATGGGCACACAGGCCATCGT
CACCGTCGTCAAAGCCTATCTTGCAGGCAACATAGGCTTTCGCAAGGTGTCCAGCCAGTTCTCGATCGATTCCAGCCTGCTTCGACGCTGGGTCGCCAATTACAAGAGCCATGGGCACACAGGCCATCGT

261 orf A 390
AAGCCTGGTCTTCGGTACAGCGAAGCCTTCAAACGCTCAGTGCTGGAGCACAAGCGCGAGCACGGGCTGTCCCTTCGCCAGACCGCAGCGCATTTTGGTATTGGTGATCCTGGCCAAATAGTCATTTGGG
AAGCCTGGTCTTCGGTACAGCGAAGCCTTCAAACGCTCAGTGCTGGAGCACAAGCGCGAGCACGGGCTGTCCCTTCGCCAGACCGCAGCGCATTTTGGTATTGGTGATCCTGGCCAAATAGTCATTTGGG
AAGCCTGGTCTTCGGTACAGCGAAGCCTTCAAACGCTCAGTGCTGGAGCACAAGCGCGAGCACGGGCTGTCCCTTCGCCAGACCGCAGCGCATTTTGGTATTGGTGATCCTGGCCAAATAGTCATTTGGG
AAGCCTGGTCTTCGGTACAGCGAAGCCTTCAAACGCTCAGTGCTGGAGCACAAGCGCGAGCACGGGCTGTCCCTTCGCCAGACCGCAGCGCATTTTGGTATTGGTGATCCTGGCCAAATAGTCATTTGGG
AAGCCTGGTCTTCGGTACAGCGAAGCCTTCAAACGCTCAGTGCTGGAGCACAAGCGCGAGCACGGGCTGTCCCTTCGCCAGACCGCAGCGCATTTTGGTATTGGTGATCCTGGCCAAATAGTCATTTGGG
AAGCCTGGTCTTCGGTACAGCGAAGCCTTCAAACGCTCAGTGCTGGAGCACAAGCGCGAGCACGGGCTGTCCCTTCGCCAGACCGCAGCGCATTTTGGTATTGGTGATCCTGGCCAAATAGTCATTTGGG

391 orf A 520
AACAGCAGCATTACAGTAACGATCTAGCCCCCTACGTTCCCAAGAGAAGAAAGTCTGTTGCCATGCCCAAGAAGCCTTATCCCACCGCACCAGTAATCGACGACGATACGCAGAAGACGCGTGACCAGTT
AACAGCAGCATTACAGTAACGATCTAGCCCCCTACGTTCCCAAGAGAAGAAAGTCTGTTGCCATGCCCAAGAAGCCTTATCCCACCGCACCAGTAATCGACGACGATACGCAGAAGACGCGTGACCAGTT
AACAGCAGCATTACAGTAACGATCTAGCCCCCTACGTTCCCAAGAGAAGAAAGTCTGTTGCCATGCCCAAGAAGCCTTATCCCACCGCACCAGTAATCGACGACGATACGCAGAAGACGCGTGACCAGTT
AACAGCAGCATTACAGTAACGATCTAGCCCCCTACGTTCCCAAGAGAAGAAAGTCTGTTGCCATGCCCAAGAAGCCTTATCCCACCGCACCAGTAATCGACGACGATACGCAGAAGACGCGTGACCAGTT
AACAGCAGCATTACAGTAACGATCTAGCCCCCTACGTTCCCAAGAGAAGAAAGTCTGTTGCCATGCCCAAGAAGCCTTATCCCACCGCACCAGTAATCGACGACGATACGCAGAAGACGCGTGACCAGTT
AACAGCAGCATTACAGTAACGATCTAGCCCCCTACGTTCCCAAGAGAAGAAAGTCTGTTGCCATGCCCAAGAAGCCTTATCCCACCGCACCAGTAATCGACGACGATACGCAGAAGACGCGTGACCAGTT

521 orf A Intergenic region 650
AATGGCCGAGCTCGAATACCTGCGCATGGAGAACGCTTACCTAAAAAAGT TGGAAGAGTTGAAGGAGCAGCAACGACGGCAAAAGAAAAAGCCCTGATCGTCAARACAACTGAGGAGCCGCTTCTCGCTCT
AATGGCCGAGCTCGAATACCTGCGCATGGAGAACGCTTACCTAAAAAAGT TGGAAGAGTTGAAGGAGCAGCAACGACGGCAARAGAAAAAGCCCTGATCGTCAAACAACTGAGGAGCCGCTTCTCGCTCT
AATGGCCGAGCTCGAATACCTGCGCATGGAGAACGCTTACCTAAAAAAGT TGGAAGAGTTGAAGGAGCAGCAACGACGGCAAAAGAAAAAGCCCTGATCGTCAARACAACTGAGGAGCCGCTTCTCGCTCT
AATGGCAGAGCTCGAATACCTGCGCATGGAGAACGCTTACCTAAAAAAGTTGGAAGAGTTGAAGGAGCAGCAACGACGGCAARAGAAAAAGCCCTGATCGTCAAACAACTGAGGAGCCGCTTCTCGCTCT
AATGGCCGAGCTCGAATACCTGCGCATGGAGAACGCTTACCTAAAAAAGT TGGAAGAGTTGAAGGAGCAGCAACGACGGCAARAGAAAAAGCCCTGATCGTCAAACAACTGAGGAGCCGCTTCTCGCTCT
AATGGCCGAGCTCGAATACCTGCGCATGGAGAACGCTTACCTAAAAAAGT TGGAAGAGTTGAAGGAGCAGCAACGACGGCAAAAGAAAAAGCCCTGATCGTCAARACAACTGAGGAGCCGCTTCTCGCTCT

651 Intergenic region of B 780
GCGCCCTTCTGACGCTGGCGGGCTTGGCGCGCAGTACGTTCTACTATCAGGTTCAGGTGCAATCCAGACCCGATCCAGATGCTGCTCTARAGCAGGAGGTAGAGCGGATTTATCACGAGGAGAGAGGTCT
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GCGCCCTTCTGACGCTGGCGGGCTTGGCGCGCAGTACGTTCTACTATCAGGTTCAGGTGCAATCCAGACCCGATCCAGATGCTGCTCTAAAGCAGGAGGTAGAGCGGATTTATCACGAGGAGAGAGGTCT
GCGCCCTTCTGACGCTGGCGGGCTTGGCGCGCAGTACGTTCTACTATCAGGTTCAGGTGCAATCCAGACCCGATCCAGATGCTGCTCTAAAGCAGGAGGTAGAGCGGATTTATCACGAGGAGAGAGGTCT
GCGCCCTTCTGACGCTGGCGGGCTTGGCGCGCAGTACGTTCTACTATCAGGTTCAGGTGCAATCCAGACCCGATCCAGATGCTGCTCTAAAGCAGGAGGTAGAGCGGATTTATCACGAGGAGAGAGGTCT
GCGCCCTTCTGACGCTGGCGGGCTTGGCGCGCAGTACGTTCTACTATCAGGTTCAGGTGCAATCCAGACCCGATCCAGATGCTGCTCTAAAGCAGGAGGTAGAGCGGATTTATCACGAGGAGAGAGGTCT
GCGCCCTTCTGACGCTGGCGGGCTTGGCGCGCAGTACGTTCTACTATCAGGTTCAGGTGCAATCCAGACCCGATCCAGATGCTGCTCTAAAGCAGGAGGTAGAGCGGATTTATCACGAGGAGAGAGGTCT

781 orf B 910
TTATGGGGCTCGGCGCATCACAGCGGTTATCCGCAACTCAGGCACGCTGGTCAACAAGAAGGTTGTGGAGAGATTGATGGCTGAACTGGGTCTGCGCTCCGTTGTTCGACCAAAAAAATACCGTTCCTAT
TTATGGGGCTCGGCGCATCACAGCGGTTATCCGCAACTCAGGCACGCTGGTCAACAAGAAGGTTGTGGAGAGATTGATGGCTGAACTGGGTCTGCGCTCCGTTGTTCGACCAAAAAAATACCGTTCCTAT
TTATGGGGCTCGGCGCATCACAGCGGTTATCCGCAACTCAGGCACGCTGGTCAACAAGAAGGTTGTGGAGAGATTGATGGCTGAACTGGGTCTGCGCTCCGTTGTTCGACCAAAAAAATACCGTTCCTAT
TTATGGGGCTCGGCGCATCACGGCGGTTATCCGCAACTCAGGCACGCTGGTCAACAAGAAGGTTGTGGAGAGATTGATGGCTGAACTGGGTCTGCGCTCCGTTGTTCGACCAAAAAAATACCGTTCCTAT
TTATGGGGCTCGGCGCATCACAGCGGTTATCCGCAACTCAGGCACGCTGGTCAACAAGAAGGTTGTGGAGAGATTGATGGCTGAACTGGGTCTGCGCTCCGTTGTTCGACCAAAAAAATACCGTTCCTAT
TTATGGGGCTCGGCGCATCACAGCGGTTATCCGCAACTCAGGCACGCTGGTCAACAAGAAGGTTGTGGAGAGATTGATGGCTGAACTGGGTCTGCGCTCCGTTGTTCGACCAAAAAAATACCGTTCCTAT

911 orf B 1040
AAGGGCACCGTCGGAAAAATTGCACCGAATTTGCTGGAGCGCAATTTCACGGCGCAACGCCCGAACCAGAAATGGGTGACCGATGTGACCGAGTTTAAAGTGGCCAATCGAAAGCTGTATCTCTCGCCTG
AAGGGCACCGTCGGAAAAATTGCACCGAATTTGCTGGAGCGCAATTTCACGGCGCAACGCCCGAACCAGAAATGGGTGACCGATGTGACCGAGTTTAAAGTGGCCAATCGAAAGCTGTATCTCTCGCCTG
AAGGGCACCGTCGGAAAAATTGCACCGAATTTGCTGGAGCGCAATTTCACGGCGCAACGCCCGAACCAGAAATGGGTGACCGATGTGACCGAGTTTAAAGTGGCCAATCGAAAGCTGTATCTCTCGCCTG
AAGGGCACCGTCGGAAAAATTGCACCGAATTTGCTGGAGCGCAATTTCACGGCGCAACGCCCGAACCAGAAATGGGTGACCGATGTGACCGAGTTTAAAGTGGCCAATCGAAAGCTGTATCTCTCGCCTG
AAGGGCACCGTCGGAAAAATTGCACCGAATTTGCTGGAGCGCAATTTCACGGCGCAACGCCCGAACCAGAAATGGGTGACCGATGTGACCGAGTTTAAAGTGGCCAATCGAAAGCTGTATCTCTCGCCTG
AAGGGCACCGTCGGAAAAATTGCACCGAATTTGCTGGAGCGCAATTTCACGGCGCAACGCCCGAACCAGAAATGGGTGACCGATGTGACCGAGTTTAAAGTGGCCAATCGAAAGCTGTATCTCTCGCCTG

1041 orf B 1170
TGATGGACCTGTACAACGGTGAGATCGTGGCGTACGAATTGTCTACCAGGCCGTGCTTTGAGCTGGTCACCAGTATGCTGGACAAGGCGTTGCAGCAGTTGCAAGACGAGCCGAAGCTTGTGATGCACTC
TGATGGACCTGTACAACGGTGAGATCGTGGCGTACGAATTGTCTACCAGGCCGTGCTTTGAGCTGGTCACCAGTATGCTGGACAAGGCGTTGCAGCAGTTGCAAGACGAGCCGAAGCTTGTGATGCACTC
TGATGGACCTGTACAACGGTGAGATCGTGGCGTACGAATTGTCTACCAGGCCGTGCTTTGAGCTGGTCACCAGTATGCTGGACAAGGCGTTGCAGCAGTTGCAAGACGAGCCGAAGCTTGTGATGCACTC
TGATGGACCTGTACAACGGTGAGATCGTGGCGTACGAATTGTCTACCAGGCCGTGCTTTGAGCTGGTCACCAGTATGCTGGACAAGGCGTTGCAGCAGTTGCAAGACGAGCCGAAGCTTGTGATGCACTC
TGATGGACCTGTACAACGGTGAGATCGTGGCGTACGAATTGTCTACCAGGCCGTGCTTTGAGCTGGTCACCAGTATGCTGGACAAGGCGTTGCAGCAGTTGCAAGACGAGCCGAAGCTTGTGATGCACTC
TGATGGACCTGTACAACGGTGAGATCGTGGCGTACGAATTGTCTACCAGGCCGTGCTTTGAGCTGGTCACCAGTATGCTGGACAAGGCGTTGCAGCAGTTGCAAGACGAGCCGAAGCTTGTGATGCACTC

1171 orf B 1300
GGATCAAGGCTGGCAGTATCAACACGCGCAGTACCGTCAGAAACTGGCGGCAAAGGGTGTGAAGCAAAGCATGTCTCGTAAGGGAAATTGCCTGGACAACGCTGCGATGGAAAGCTTTTTTGGTACGCTT
GGATCAAGGCTGGCAGTATCAACACGCGCAGTACCGTCAGAAACTGGCGGCAAAGGGTGTGAAGCAAAGCATGTCTCGTAAGGGAAATTGCCTGGACAACGCTGCGATGGAAAGCTTTTTTGGTACGCTT
GGATCAAGGCTGGCAGTATCAACACGCGCAGTACCGTCAGAAACTGGCGGCAAAGGGTGTGAAGCAAAGCATGTCTCGTAAGGGAAATTGCCTGGACAACGCTGCGATGGAAAGCTTTTTTGGTACGCTT
GGATCAAGGCTGGCAGTATCAACACGCGCAGTACCGTCAGAAACTGGCGGTAAAGGGTGTGAAGCAAAGCATGTCTCGTAAGGGAAATTGCCTGGACAACGCTGCGATGGAAAGCTTTTTTGGTACGCTT
GGATCAAGGCTGGCAGTATCAACACGCGCAGTACCGTCAGAAACTGGCGGCAAAGGGTGTGAAGCAAAGCATGTCTCGTAAGGGAAATTGCCTGGACAACGCTGCGATGGAAAGCTTTTTTGGTACGCTT
GGATCAAGGCTGGCAGTATCAACACGCGCAGTACCGTCAGAAACTGGCGGCAAAGGGTGTGAAGCAAAGCATGTCTCGTAAGGGAAATTGCCTGGACAACGCTGCGATGGAAAGCTTTTTTGGTACGCTT

1301 orf B 1430
AAGTCCGAGTTTTTCTACTTGAAACGATTTGAAAGCATAGAAGAGCTGACGGCAGGTCTGGAGGAGTACATCCGCTACTACAACCATGACCGCATTAAGCTGAAGCTAGGCGGCCTGAGCCCCGTAAAAT
AAGTCCGAGTTTTTCTACTTGAAACGATTTGAAAGCATAGAAGAGCTGACGGCAGGTCTGGAGGAGTACATCCGCTACTACAACCATGACCGCATTAAGCTGAAGCTAGGCGGCCTGAGCCCCGTAAAAT
AAGTCCGAGTTTTTCTACTTGAAACGATTTGAAAGCATAGAAGAGCTGACGGCAGGTCTGGAGGAGTACATCCGCTACTACAACCATGACCGCATTAAGCTGAAGCTAGGCGGCCTGAGCCCCGTAAAAT
AAGTCCGAGTTTTTCTACTTGAAACGATTTGAAAGCATAGAAGAGCTGACGGCAGGTCTGGAGGAGTACATCCGCTACTACAACCATGACCGCATTAAGCTGAAGCTAGGCGGCCTGAGCCCCGTAAAAT
AAGTCCGAGTTTTTCTACTTGAAACGATTTGAAAGCATAGAAGAGCTGACGGCAGGTCTGGAGGAGTACATCCGCTACTACAACCATGACCGCATTAAGCTGAAGCTAGGCGGCCTGAGCCCCGTAAAAT



Consensus AAGTCCGAGTTTTTCTACTTGAAACGATTTGAAAGCATAGAAGAGCTGACGGCAGGTCTGGAGGAGTACATCCGCTACTACAACCATGACCGCATTAAGCTGAAGCTAGGCGGCCTGAGCCCCGTAAAAT

1431 orf B Right End DR REP fragments 1555
Is8-1 ACAGGACTCAGGCGGCAAGCTAAAACTGTCCAACTTCCGGGGGGCAGTC CAMENEHERy Neleh VNEefelchrelclehler . (lehiehie[eeil&\CAAATCTGCGCTGCGCCGCATACTCAAGACCGGACGC
IS8-2 ACAGGACTCAGGCGGCAAGCTAAAACTGTCCAACTTCCGGGGGGCAGTC CAMMEFERIElele) VeSS elslehler e Alelelc[Seii&f\CAGGTTTGCGCAGCGTCGCCCGATAGT GCAAGGCGAT
IS8-3 ACAGGACTCAGGCGGCAAGCTAAAACTGTCCAACTTCCGGGGGGCAGTC CARRN e elelerNeuerNololelclc/clo]elelolc) Miefole]e) e CTCACGAAGAGGCCGCTGCAGCCGCTTGATGTATCAG
Is8-4 ACAGGACTCAGGCGGCAAGCTAAAACTGTCCAACTTCCGGGGGGCAGTC CA NERTElelef Nelvelerehenielelelele MiErelelehiile[eleAAGC GGCCCTAAACCAGACGACTTTGGTTGCGCCT

Is8-5 ACAGGACTCAGGCGGCAAGCTAAAACTGTCCAACTTCCGGGGGGCAGTCCAlele ATAGCCCTGACTATCGTGCTGAAATTCTGTGTCGATATGCTGATCTCAACTAT
Consensus ACAGGACTCAGGCGGCAAGCTAAAACTGTCCAACTTCCGGGGGGCAGTCCALERcGTGGGAaTGeecctgGgtggCGeTecGegTecgCaaagcagegCtgeGeCGeacgaccgtGategaccat.



