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S3: The DEHP effect is identified by (+) for 2.0-fold overexpression, (++) for 10-fold overexpression, (-)

for 2.0-fold underexpression and (--) for 10.0-fold underexpression for Differential Display and

corresponds to the ratio of bands intensity compared to the control on the gel using an image analysis

software (QuantityOne® 1-D analysis software BioRad, Marne-la-Coquette, France). For gPCR, the

values represent the AACt score normalized by gapdh mRNA level after analysis with StepOne and

DataAssist (Roche Applied Biosystem,; Courtaboeuf, France). This table showed that 75% of genes

identified by DD are confirmed in gPCR.






