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FeaturesFeatures
StrainsStrains

FeaturesFeatures NN2025 UA1591

Serotype c c
Length of sequenceLength of sequence 2,013,587 2,030,921
G+C content 36.85% 36.83%
Open Reading framesOpen Reading frames

Percentage of coding 85.18% 85.82%
Protein coding region 1895 1960
Average gene length (bp) 903.2 889.3

RNA
ribosomal RNA 5 5
transfer RNA 65 65

Tansposon or Insertion sequence (IS)Tansposon or Insertion sequence (IS)
full length 6 7
partial 13 15
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