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Bacteriophage   GADTFIFGHTPAVKPLKFA--------NQMYIDTGAVFC----GNLTLIQVQGEGA*  P03772
E. coli          GADHFWFGHTPLRHRVDIG--------NLHYIDTGAVFG----GELTLVQLQ*      P55798 PrpA

Anabaena         GVKPIIFGHHVVGDIPLIIA------GKIYGIDTGACHG----GKLTGLILPSFEVV  Q8YZT4
Thermotoga       PGKIVVFGHTPFEEPFVSR--------DKIGIDTGCVYG----GRLTALRVEDRKFF  Q9WZK1 
Fervidobacterium LGFIVIFGHTPFEDVYKDA--------DKIGIDTGCVYG----GKLTAIELKMGTVV  O34205
Clostridium      KGYNIICGHTPVQSIKNTTEVKILRRKNTFYIDCGCVYGDKAGGKLAMLRLEDFKEF  Q97FF3

Lactococcus      LNKTIVFGHTETKILNKNNKYDIWIHDNKIGIDGGAVYG----GYLYGVILDVHGIK  Q9FB69
Streptomyces     GGTRIVHGHSPIPYLLGE------VGSEDGEDDTRTVVEG---PHVYADGLAIAMDG  O87639

Anabaena         GEALVVYGHTPIPEAEWLN--------NTIDIDTGCVFG----GKLTALRYPEKELV  O69213 PrpA
Arabidopsis      KKTIVVSGHHGKLHIDG----------LRLIIDEGGGYTDT---PLAAIVLPSKKII  At3g09960 RLP1

Arabidopsis      KHTVVVSGHHGKLHIDG----------MRLIIDEGGGFPDK---PVAAIVLPSKKII  At3g09970 RLP2

Medicago         SATIIVSGHHAKLHVEG----------LRLIIDEGGGYPDK---PIAAIVLPSMEII  BQ148605
Solanum          TPTIIVSGHHAKLHIEG----------LRLVIDQGGGFEDQ---PVAAIVLPSLEIV  BQ516857

Triticum         KQTIVVSGHHGKLHVDG----------LRFIIDEGGGYADK---PIAAVVFPSKEVI  BQ171163

Sinorhizobium    WGKHVCHGHTPSRSNPRTVG-------NRTNVDSGAVFG----GMLSCAVFDDDRAG  Q92V37
Agrobacterium    LDLLVVHGHTPVEQPETGP--------QRIGIDTGAYTT----GRLTILRLSDAGLH  Q8UA33
Mesorhizobium    FPKIVVHGHTPVPEAEVMA--------NRVNVDTLAWQS----GMLTAFVVDGADKR  Q987U4
Rhodospirillum   FPHMVVHGHTPSREPVIRP--------HRLGIDTGAWTR----GMLTCVVLEGSERR  ZP_00014771
Caulobacter      LKATVVHGHTPVEEVFVGR--------QRINVDTGAYAT----GVLTAVRLDGGEPK  Q9ABQ8
Arabidopsis      GVKRMIMGHTIQDAG-INGV----CNDKAIRIDVGMSKGCADGLPEVLEIRRDSGVR  At1g18480 SLP2

Medicago         GVKRMIMGHTIQKEG-INGV----CENKAIRIDVGMSKGCGGGLPEVLEIDRYGVRI  AC122723

Arabidopsis      GAKAMVVGHTPQLSG-VNCE----YGCGIWRVDVGMSSGVLDSRPEVLEIRGDKARV  At1g07010 SLP1

Oryza            GAKGMVVGHTPQTRG-VNSK----CDGKVWCVDVGMSYGVLYSRPEVNFRFAWKFGM  Q8L676
Porphyra         NVKRMVVGHTPQMAG-ISGA----CDGRVWRIDTGMAKAYGG-MTKALEIDRSGKVR  AV438082

Porphyra         GAQRMVVGHTIQTRG-INSA----CESRVVRVDVGMSHGCGDGPVEVLEVLKDGQVL  AU192390

Trypanosoma      GIKSVVVGHVPHNHQDFKDWRL--CGGHLIAIDFGLSRWKKGDPGHVAALQIDDTTG  AC007863
Trypanosoma      GPECVVFGHDARAGLQELP--------FAYGIDTGCVYG----GQLTAVVYGRDSPK  AC084046
Plasmodium       SAKKLVNGHTIQRNRKVNEY----CKGGLIMADTGISKWKYGVINYVQYFQDGSYKV  Q8I5Y5

Plasmodium       NAKGLVVGHTRQKSHEIQTY----CNNSFFLIDTGMSLFMNNGQPYPNYLQIEKGKF  Q8IKE5
S. pombe         NVNRLVMGHTPQFHG-IVSR----CEGRILLIDTGLCSAYAG---ERAVLRISQNDT  O74480
Shewanella       NVNHIVVGHTSQERVLGL------FHNKVIAVDSSIKVGKS--GELLLLENNRLIRG  Q9S427 PPI

Myxococcus       GARRMVMGHTTNRDGKVKVR----FNGKALLIDTGLSTG-YGR-NLAALELRGGKVN  see Table 1
Chlamydomonas    GVQRVVVGHTVQRGGRVSSR----CGGQLLMVDVGLSRAIAG---EMAVLTCSNGVL  BI995255

Pinus taeda      MPANVVYGHAAARGLDINR--------WSFGLDSGCAYG----RKLTALVLDLPPHR  CF386581

Fragilariopsis   GPQTVLFGHDADRGLQQYE--------HAIGLGTGCVYG----GRLTACILPEKRLV  CF245710
Magnaporthe      ERMTVVYGHDASRGLRVPKDA---KPGNTFGLDSGCVYG----RELTALVIEASEKG  AC127427

Neurospora       NRVVVVYGHDARSGLQVD---------KHITIDPGKSPIPISARHITGTGDQTVIFT  EAA35273

Aspergillus      TRTTVIFGHDAKRRLQLGR--------HTIGLDSACLYG----HYLSALVIESTDRG  AF168613
Trypanosoma      GPETVVFGHDSRRGLQEQYRP------LAIGLDSGCVYG----GRLSAAVFPGGHIV  AC091781
Trypanosoma      GVKRVVVGHTPQRSGRVETF----CGGSVIAIDVGMSRWM---YGNIAALEITVTSY  AC084046
Leishmania       GPEMVIFGHDAYAGFQAHA--------HACGIDTGCVYG----DPLTCVVYGQNSPA  AL499620

S. cerevisiae    FNAKVFYGHDASMGLNLRR--------QTKGLDTACIKN----NLLSSMKVKYDIKK  P40152

Ciona            QGPHVYFGHDALRKLQTHP--------HCTGLDTGCVYG----GKLTAVLLKLNNFG  TC9835

E. coli          EEYSIAFGHWASLEGKGTPE-------GIYALDTGCCWG----GTLTCLRWEDKQYF  APAH_ECOL

Ralstonia        RGTPIAFGHWSTRGLVMRD--------DLLGLDTGCVWG----GKLTAARMTLAPAG  APAH_RALS

Magnetococcus    AGEKVLYGHWAMAGLQLKQ--------HSLGLDSGCVYG----GQLTALRLDDPEHP  ZP_00044402

Thermosynecho.   DLKTIVIGHTITFTFPSVQAGQIVRGAGWLDIETGAYHQRS--GYLTALDWTNQWVY  BAC09973
Anabaena         DLKLVIIGHTITFTFPGVNPGELAQGQGWLDIDTGAYHPRS--GWLTALDITNNLIY  Q8YP31
Microcystis      DFKLIITGHTLTFTFPDVKPGQLARGSGWLDIETGVYHPQS--GWLTALDWTNQLVY  O54390
Methanosarcina   HLKRIVRGHTALDKGYRWWFD-----GKLLSLFSCPDYVGLGNAAAFALFEKEEIKL  O34200

Sulfolobus       NFKGIIRGHEAVD-GFRTNMN-----GKVITVFSSVYHGQRSGILYHDYNNNKFVRI  Q55059

Archaeoglobus    GVKVIIRAHEPQK-VLKAEQD-----GRVVTIGSCALPYSISEFALLKIDFSRGFKN  O28453

H. sapiens       NLDYIIRSHEVKAEGYEVAHG-----GRCVTVFSAPNYCDQMGNKASYIHLQGSDLR  P53041 PP5

H. sapiens       QLKMLIRSHECKPEGYEICHD-----GKVVTIFSASNYYEEGSNRGAYIKLCSGTTP  O14829 PPEF1

H. sapiens       DLDLICRAHQVVEDGYEFFAK-----RQLVTLFSAPNYCGEFDNAGAMMSVDETLMC  P08129 PP1
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