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Apicomplexan CDK subfamily vs. eukaryotic CDC2

- . - J—
Intermediate
unknown KAV. ..o B Y. 23*
unknown KGKvi kynnnnnnndl yqgnt nyl pyD .......................................... YT 64
unknown KGKvi kynnnnnndl ygnt nyl py. D. . ... ..o YT 63
unknown KGAvi kysnsssndl ygntnyl py. D. ... oo YT . 63
unknown KGK o Ve VKY. 42
unknown KGK e Ve VKY. 42
unknown KGK oo N VKY. 42
unknown 131 ----- oo e e e
unknown 131 ------ oo e e e
UNKNOWN 427 - - - - - - oo S
unknown KAV. .. Eeeeeendr gsar ar dr pgi st aeat aeat ngedasakegsekKTK. . ........ .. ... ... .. . oL 95
unknown KAV. .. Eeeeeendr gsar ar dr pgi st aeat aeat ngedasakegsekKTK. . ........... .. ... ... . . . . . . . . 95
unknown KAV. .. Eeeeeendr gsar ar dr pgi st aeat aeat ngedasakegsekKTK. . . ... ... . . 95
unknown KAV. .. E EEDeenqr gasssl ssasrdgasdggr gnveet pekegea 90
unknown RAV. . . E. EPEAQVOQ. . o 58
position 20
[ Qe . - I
Background ° oo oooe ocooe ° °
consensus 1 XXXVERLGGETY[EDVYKAV. . . ... E. XYY 23*
PFF0750w 24 - - - - EKLCCEETY[€DVYKCKvi kynnnnnnndl ygnt n?/l PYD. YYT . 64
PKH_113350 24 - - - - EKLGGETY[EDVYKCKvi kynnnnnndl ygnt ny LD YT 63
PVX_ 113910 24 - - - - EKLCCETY[EDVYKCKvi kysnsssndl ygnt nyl py D .......................................... Y. 63
PBANKA 123020 24 ----EKLGEETY[EDVYKCK. .. ........ ... Vo VKY. 42
PY06538 24 ----EKLCCETYEDVYKCK. . ..o oo V .......................................... VKY. 42
PCHAS 123090 24 ----EKLGCETYEDVYKCK. . .o oooo e Ve VKY. 42
TA09960 L i e T
TP04 0791 3] mmm e e T
BBOV 1008880 127 - - - - - - - - - - - oo T S
TGGT1_118720 34 ---VERLGGETYEDVYKAV. . .. ... Eeeeeendr gsar ar dr pgi st aeat aeat ngedasakegsekKTK. . ....... .. ... ... .. . oL 95
TGME49 029020 34 ---VERL EDVYKAV. . ... Eeeeeendr gsar ar dr pgi st aeat aeat ngedasakegsekKTK. . . ... ... . . 95
TGVEG_026470 34 ---VERL EDVYKAV. . ... Eeeeeendr gsar ar dr pgi st aeat aeat ngedasakegsekKTK. . .......... ... ... . . . . . . . . 95
NCLIV_030060 34 EDVYKAV. . ... E. EEDeenqr gasssl ssasrdgasdggr gnveet pekegea 90
ETH_00023650 34 EDVYRAV. . . .. E. e EPEdgvQg. . . . ... 58
oregroun ! G? N KST 6.0
FTLL L S'SF1 FR D T
A K CR R
wt_res_fregs (23): 6132341858579285551 1 225
1111 3 1 11 1 1211 4 11
1 1 11 1
insertions 1 13
deletions 1111119997777766666 9 766 9.1
- - -
Foreground
consensus 1 XXXVERLGGGT YGD\/YKAV ................................................................ XYY 23*
PFF0750w 24 - - - - EKLGCGTYGVYKEKvi kynnnnnnndl ygnt nyl pyD .......................................... YT . 64
PKH_113350 24 - - - - EKLGCGTYGVYKGKVi kynnnnnndl ygnt nyl py. D. . ... o YT . 63
PVX_113910 24 - - - - EKLGEGTYCDVYKKvi kysnsssndl ygnt nyl py. D .......................................... XY T 63
PBANKA 123020 24 ----EKLGGGTYGDVYKGK. . ..o oo Ve VKY. 42
PY06538 24 ----EKLGCGTYCDVYKGK. . .o oo V .......................................... VKY. 42
PCHAS_123090 24 ----EKLGEGTYCDVYKGK. .« o oov oo Ve VKY. 42
TA09960 L e T
TP04 0791 3] mmm e e T
BBOV 1008880 127 - - - - - - - - - - - - - - T S
TGGT1_118720 34 ---VERLGEGTYCDVYKAV. . . ..o Eeeeeendr gsar ar dr pgi st aeat aeat ngedasakegsekKTK. . ............. ... ... ... ... ... .. 95
TGME49 029020 34 ---VERLGGGTYGDVYKAV. . .. ... i Eeeeeendr gsar ar dr pgi st aeat aeat ngedasakegsekKTK. . ......... ... ... .. ... . L 95
TGVEG_026470 34 ---VERLGCGGTYCDVYKAV. . . ..o Eeeeeendr gsar ar dr pgi st aeat aeat ngedasakegsekKTK. . .......... ... . ... .. . . . . . . . 95
NCLIV_030060 34 ---VERLGGGTYCDVYKAV. . . ..o E. EEDeenqr gasssl ssasr dgasdggr gnveet pekegea 90
ETH_00023650 34 ---VERLGCGTYCDVYRAV. . . . ..t E. e EPEdgvQg. . . .. ... 58
foreground (15): VEKLGEGTYAVYKEK D ETT 09
R RAV V VPY
E YYK
wt_res_fregs (3): 3737777777777633 1 111
3 133 1 111
3 111
insertions 2 2 1
deletions 9996222222222222222 2 222 2.3
position . 10 . 20
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Intermediate °
unknown 24 ... ON FY....... RMDV............ovviun.. 66*
unknown 65 ....... DE. ... . FVffr knvyAI RLIDV. . ... oo 118
unknown 64 ... .. DE ........................... FVf frkni yAl RLIDV. . ...t 117
unknown 64 .. ... DE L FVf f r kni yAI LRLIDV. . ... 117
unknown 43 ... Nl\hnsdl yagnt nyl pydyytdefiffrknlY....... | LRLI DVt i dr gkgi seyi nrqi | ghyt 137
unknown 43 ... NNnnndl yqgnt n?/l pydyytddfiffrknlY....... | LRLI DVt i dr gkgi seyi nrqi | ghyt 137
unknown L NNnsdl ygnt nyl pydyytdefiffrkn.1Y....... ILRLIDV. .. ... o 115
unknown 131 .. e -Mo.o.L IVKLVDI . ..o 174
unknown 131 .. T e ) (T IVKLVDI ..o 174
unknown 127 ... WY IVKLVDV. . . ... 182
unknown 9% ....... ON Lo FY....... RMESL. . ................... 142
unknown 9% ....... OGN . FY....... VVRMVESL. . .. ... .. 142
unknown 9% ....... ON Lo FY....... RMESL. . ................... 142
unknown 91 kekqegkGN. . ... ... .. . LY. ...... o . RVESL. . ... .. 144
unknown 59 ... ... CE. . TF. ... ... L . LVRVRYL. . ... 105
position . . . .

— = el _m. el i .
Background ° oo eeee o e00 o o0 o eccce o oo
consensus 24 ... G\ FY....... Al [XYFKDDT. . . N. . . EE€l SCTTVFELSCVMKNC. . . . ... ... .. HEPNIVRMDV. . ... o 66*
PFF0750w 65 ....... DE. ... FVf frknvyAl \FFRDDLrti N. .. EE€l SCTTLZELSCLKNIg. . . ... ... .. REPNILRLIDV. . ... 118
PKH_113350 64 ... .. DE. ..o FVf frkni yAl [\FFRDDL. . . Kt i nEE€l SCTTLz@L. SCLKNI g. . . ... ... .. RPN LRLIDV. ... 117
PVX_113910 64 ... .. DE. .. FVf frkni yAl \FFRDDL. . . Kt i nDE€] SCTTLZELSCLKNI g. . . ... ... .. REPNILRLIDV. . ... 117
PBANKA 123020 43 ....... NNnnsdl ygnt nyl pydyytdefiffrknlY....... Al [N\FFKDDLrti N. . . EE€l SCTTL[gELSCLKNIg. . ... ...... R [gPNI LRLI DVt i dr gkgi seyi nrqi | ghyt 137
PY06538 43 ... NNnnndl yqgnt n?/l pydyytddfiffrknlY....... Al [\FFKDDLrti N. . . EE€l SCTTLg&L SCLKNIg. . .. ....... R PNl LRLI DVt i dr gkgi seyi nrqi | ghyt 137
PCHAS_123090 43 ... NNnsdl ygnt nyl pydyytdefiffrkn.l1Y....... Al [N\FFKDDLrti N. . . EE€l SCTTL[gELSCLKNIg. . ... ...... RPN LRLIDV. . ... . . 115
TA09960 131 ... e Yoo Al [XYFKDDSIi gl L. .. DE€FTSGTI [RELSI MKSV. . ... ..... .. SoEPINI VKLVDI . ..o 174
TP04 0791 131 .. e Yoo Al [N\YFKDDSI qI L... DEEFTSGTI [Z&LSI MKSV. . . ......... SoPINI VKLVDI . .. ... 174
BBOV 111008880 127 ....... R VY. ...... AVIAYFKDDI . . . Vhi nEEel SPGTLIFELSI MKVCr ssgkynvgscnD. [P VKLVDV. . . ... ............... 182
TGGT1_118720 9% ....... AN FY....... AVIXYYKDET. . . Rt i nEE€l SCTTVRELSAVAGCG. . . . .. ... .. H. [gP RVESL. ..o 142
TGME49 029020 96 ....... AN FY....... AVISYYKDET. . . Rt i nEE€l SCTTV3ELSAVAGCY. . . . .. ... .. HEPNVWRMVESL. . .. ... 142
TGVEG_026470 96 ... LGN FY....... AVIXYYKDET. . . Rt i nEE€l SCTTV&ELSAVAGCY. . . . . . ... .. HEPNVWRMVESL. . .. ..o 142
NCLIV_030060 91 kekgqegkGN\. . ... ... LY. ...... AVIXYYKDET. . . Rti nEE€l SCTTVRELSAVAGCG. . . . .. ... .. H. [gP RVESL. ..o 144
ETH_00023650 59 ... ... GE. TF. ... ... AVISYYVDETrtaT. . . EDELCCTTI [MEL STI SSCg. . . . .. ... .. T.WPNLVRVRYL. . .. 105
foreground (63): e W AVERVKLDO DOeVPASSI [siEl AVLKEL N [EPNVVKLLDV 6.0

NS L Rl RFE 8 EE"I SSTTL — SL RKI D I R KEI

Ki | L M N N A I S K S
wt_res_fregs (23): 32 16 719313321 3 228361113897218437 2 8581637255

21 1 142111 1 34 314424 42 211 1 721 112

11 1 3 1 1 1 1 1 2 2 1
insertions 17 3 61 1 4 4 1 1 4
deletions 66 77 777634347 6 396333333333333333 3 1111111111 9.1

- - - 1

Foreground o o °
consensus 24 ... G\ Lo FY....... Al KYFKBDT. . . N. .. EEG SCTTVRELSCMKNC. . . ... ...... HHPNIVRMDV. . ................... 66*
PFF0750w 65 ..... .. DE. ... . FVffrknvyAl KFFRBDLrti N. .. EEG SCTTLRELSCLKNI g. . ... ... ... R HPNILRLIDV. .. ... .. ... .. .. ... 118
PKH_113350 64 ... .. DE. ... FVf frkni yAl KFFRBDL. . . Kt i nEEG SCTTLRELSCLKNI [¢ PP R HPNILRLIDV. . ... 117
PVX_113910 64 ... .. DE. .. FVf f rkni yAl KFF ... KtinDEG SCTTLRELSCLKNI Q. .. ........ R HPNILRLIDV. .. ... 117
PBANKA 123020 43 ....... NNnnsdl ygnt nyl pydyytdefiffrknlY....... Al KFFKBDLrti N. .. EEG SCTTLRELSCLKNI . . . ... ..... R HPNI LRLI DVt i dr gkgi seyi nrqi | ghyt 137
PY06538 43 ... NNnnndl ygnt nyl pydyytddfiffrknlY....... Al KFFKBDLrti N. .. EEG SCTTLRELSCLKNIg. . .. ....... R HPNI LRLI DVt i dr gkgi seyi nrqi | ghyt 137
PCHAS_123090 43 ... NNnsdl ygnt nyl pydyytdefiffrkn.1Y....... Al KFFKBDLrti N. .. EEG SCTTLRELSCLKNIg. . .. ....... R HPNILRLIDV. . ................... 115
TA09960 131 ... e Yoo Al KYFKBDSi gl L. .. DEGFTSGTI RELSI MKSV. . .. ........ SgHPNIVKLVDI . ... ... oo 174
TP04_0791 [ e Yoo Al KYFKBDSi gl L. .. DEGFTSGII RELSI MKSV. . ... ....... SgHPNI VKLVDI . . ..o 174
BBOV 11008880 127 ....... I T VY. . ... AVKYF ... Vhi mEEG SPGTLRELSI MKVCr ssgkynvqsan HPNI VKLVDV. .. ..o 182
TGGT1_118720 9% ..... .. GN o FY....... AVKYY] ... RinEEA SCTTVRELSAVACCG. . .. ....... HHPNVWRMESL. .. ........ ... ... ... 142
TGME49 029020 96 ....... AN FY....... AVKYY! ... Rti nEEG SCTTVRELSAVAGCG. . . .. ... ... H HPNVWRVESL. . ..o 142
TGVEG_026470 9% ....... AN FY....... AVKYY! ... Rti nEEG SCTTVRELSAVAGCG. . . ... ..... H HPNVWRMESL. . .. ..o 142
NCLIV_030060 91 kekqegkGN. . ........ .. ... .. . LY. ...... AVKYY! ... RinEEA SCTTVRELSAVACGCG. . .. ....... HHPNVWRMESL. .. ... ... 144
ETH_00023650 5 ... CE. TE. .. .. .. AVK BETrtaT... EDG.CCTTI RELSTISSCg. . . ........ T.HPNLVRVRYL. . . .o 105
foreground (15): OGN TY AVKYY] T EEG-SCGI'VRELSCVAGC S HPNVWRLESV 0.9

DE IV | L DDLTS L I VKNI H LLKM YL

N FF T R G | TLSSV R | VDI
wt_res_freqgs (3): 34 17 949631961 1 789177292999932224 1 9992676224

12 11 5 361 33 1 21 111 4 22633 2 1323313

1 31 2 1 2 13121 3 6 261
insertions 2 2 4 4 8 1 1
deletions 22 1 23
position . 30 . 40 . 50 . 60 .
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- . —
Intermediate
unknown 67 .. N QL. 71*
unknown 119 T | D - 121
unknown T8 T | D - 120
unknown - | D - 120
unknown 138 SNY. o Ho Ho- 142
unknown 138 snY. . H o Ho- 142
unknown 16 . T | D - 118
unknown 175 .. F .................................... N G 177
unknown 175 L F N G- 177
unknown 183 . ngphpgl vdm nqql gdal kssgtevagrkdl qf fpF. . ... .. . Kem 221
unknown 143 . F Vdpl prl arai nqqrl t war nqgsal ssqqf shl geql gkeel kKpQ--. . ... . . . . 189
unknown 143 . Vdpl prl arai nqqrl twar nggsal ssqqf shl geql gkeel KpQ--. . .. ... 189
unknown S Vdpl prl arai nqqrl twarnqgsal ssqqf shl geql gkeel KpQ--. .. .. ... . . . 189
unknown T N DPLpr | aravnqqr vawar sqqssl ssqqyshl qngi gke 186
unknown 106 . F. N DQLpr | veni nqqri qwar gghaaadr esgeql rrdl qt g 147
position 70
Background
consensus 67 . . N e QL. 7*
PFF0750w 119 T | D 121
PKH_113350 118 L T D D - 120
PVX_113910 118 T D D - 120
PBANKA 123020 138 SNY. .. ... ... H o Hoo 142
PY06538 138 SNY. H o Ho- 142
PCHAS 123090 116 .. T. .. ...ttt D D - 118
TA09960 175 .. F .................................... V ............................................ G om 177
TP04 0791 175 R s G om 177
BBOV_111008880 183 . . ngphpgl vdm nqql gdal kssgt evagr kdl gf f pF ............................................ Ko e 221
TGGTT 118720 143 . . F. Vdpl prl arai nqgrl t war nqgsal ssqqf shl geql gkeel KpQ--. . ... 189
TGME49_029020 143 .. F .................................... Vdpl prl arai nqgrl t war nqgsal ssqqf shl geql gkeel KpQ--. . .. 189
TGVEG 026470 143 . . F. .. ..o Vde prlarai nqqrl twarnqqgsal ssqqf shl gegl gkeel KpQ--. ... ... 189
NCLIV_030060 145 . s DPLpr | aravnqqr vawar sqgssl ssqqyshl gngi gke 186
ETH_00023650 106 . . F. V ............................................ DQLpr | veni nqqri qwar qqhaaadr esqeql rrdl qt q 147
foreground {63): V H S 6.0

| Y T

F Q

wt_res_fregs (23): 1 1 1

3 1 1

1 1

insertions 4
deletions 1 1 199 9.1
Foreground
consensus 67 .. 71*
PFF0750w 119 .. 121
PKH_113350 118 .. 120
PVX_113910 118 .. 120
PBANKA 123020 138 142
PY06538 138 142
PCHAS_ 123090 116 .. T 118
TA09960 175 .. 177
TP04_0791 175 .. 177
BBOV_111008880 183 . . ngphpgl vdn nqql gdal kssgt evagr kdl gf f pF 221
TGGT1 118720 143 . . F. .. .. Vdpl prl arai nqqrl twar nggsal ssqqf shl geql gkeel KpQ--. . ... .. 189
TGME49_029020 143 . . F .................................... Vdpl prl arai nqgrl t war nqgsal ssqqf shl geql gkeel KpQ--. . . .. 189
TGVEG 026470 143 . . F. . . Vdpl prlaraingqrltwarnggsal ssqqgfshl geqgl gkeel kpQ-. .. ... ... . 189
NCLIV_030060 T DPLpr | aravngqr vawar sqqssl ssqqyshl gngi gke 186
ETH_00023650 106 . . F. V ............................................ DQ_prI veni nqqri gqwar qqhaaadr esqeql rradl qt q 147
foreground (15): T H 09

F | H

Y \Y Q
wt_res_fregs (3): 2 1 111

5 2 1

2 5 1
insertions 6 2 1
deletions 88 23

POSIiIOI’I 70
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E— ] — | | e
Intermediate oo
unknown 72 ... .. QO T |7/ K . Lo KKEQ .. 91
unknown 122 ... .. ROK LI seyl nrgi | ghyt snyhhhhhskl di t pl aadgkFl . . . . .. Faay[2YCDCy o KKEEQ .. 179
unknown 121 ... .. RQ<ci seyi nrqi | ghhasnf ghskkl dnt pl sadgkf. I'F..................................AA .. .. =YCDAg LU KRLIQ . 176
unknown 121 ... .. RQKXci seyi nrqi | ghhasnf ghsakl dntplaadgkf. I F............ ... .. ... ... ... ........ AA. ... .. i - o KRLEEQ .. 176
unknown 143 ... .. VK I D .................................. Mvpl sl dgkfi faay. . .o KKEIQkt k178
unknown 143 .. ... VK LD MWpl sl dgkfi faay. . L KKLIQ .. 175
unknown 119 ... .. RQXgi SEﬁI nrqi | ghyt snyhhqvki dmapl sl dgkf. IF......... ... ... ... ... ........ AA ... i . .. KKEE Qkt ko 177
unknown 178 ... .. EHEgl t nkl nnqgi sel i ksdsrl spkefgfypfkntqgi fVL. ... ... . . . . G...... i - BLgrgi f RKFSK. .. 239
unknown 178 L CDL. GR .. G...... F.. Co RKFTKO .. 190
unknown 222 .. ... KSQ ................................... LF. MFal i - BLgrai WRAYSK. .. 249
unknown 190 ... .. ONF. VE. AA. ... .. i - Co KKELAS .. 210
unknown 190 ... .. NF. VE. AA L Y.. Co KKLLEAS .. 210
unknown 190 ... .. ONF. . VE. AA ... i . Co KKEEAS .. 210
unknown 187 el kan\IF .................................... VE. AA. .. ... i - Co KKELEA . 212
unknown 148 | age. ELK. .. e QV. ..., F. . .. KKLLA. .. 177
position . 90

-— — —l - [ |
Background ° ° oo oo °
consensus 72 ... .. QX .................................... LR MA ... Y...EYCPG .. ... DL.....KKLIQ .. 91*
PFF0750w 122 . ROK Ll seyi nrqgi | ghyt snyhhhhhskl di t pl aadgkFlI . . . ... FaayEYCDCg. . . . . DL.....KKLIQ .. 179
PKH_113350 121 ... .. RQ(Cl seyi nrqi | ghhasnf ghskkl dnt pl sadgkf . I F .................................. AA ... . EYCDAG. . ... DL.....KRLIQ .. 176
PVX_ 113910 121 ... .. RXKci seyi nrqi | ghhasnf ghsakl dntplaadgkf. I F........ ... .. ... . . . .. . . . ...... AA. ... .. Y...EYCDAG. . ... DL.... . KRLIQ .. 176
PBANKA 123020 143 .. ... Q\/ .................................... I D .................................. Mpl sl dgkfifaaY...EYCDGg. . ... DL..... KKLI Gktk 178
PY06538 143 . QUK e D I\/I/pl sl dgkfifaaY...EYCDGg. . . .. DL.....KKLIQ . 175
PCHAS_ 123090 119 ..... RQ<g| seyi nrqil ghytsnyhhqvkidmapl sldgkf. IF...... ... ... ................AA .. .. Y...EYCDG&. . . .. DL.....KKLI th k 177
TA09960 178 .. ... EHEgi t nkl nnqi sel | ksdsr | spkef gf ypf knt qi fVL .................................. GL ...... Y...EFCR&. . ... DLgr gi f RKFSK. . 239
TP04 0791 78 ... GDL. .o GR . a...... F.ooo----- - RKFTK. .. 190
BBOV _111008880 222 ... .. KSQ oo LF. Mral Y...EYCEGg. . ... DLgr ai WRAYSK. .. 249
TGGT1_118720 190 ..... AN VF. AA L Y. .. EFCPQ. . . .. DL..... KKLLA. .. 210
TGME49 029020 190 ... .. ONF. . VF. AA L Y...EFCP&. . . .. DL..... KKLLA .. 210
TGVEG_026470 190 ... .. ONF. . V. AA L Y...EFCPQ&. . . .. DL..... KKLLA .. 210
NCLIV_030060 187 el kKpnONF. .. VE. AA L Y...EFCPQ&g. . . .. DL.....KKLLA. .. 212
ETH_00023650 148 | age. ELK. .. Pl e V. ... .. F. .. VFAAYel ceggDI_ ... KKLLA. .. 177
foreground (63): NNK VH TV F EYCDM KKYI K 6.0

DSR LY LI L FMVEY REFLD

EQQ 1T M L
wt_res_fregs (23): 112 11 16 6 74232 79 33533

111 53 52 1 3111 1 21142

111 21 1 2 11
insertions 363 1 3
deletions 311 11 11 1 11111 11 11111 9.1
Foreground ° °
consensus 72 ... .. Q}( .................................... 0 |V A Y...EYCPG ..... DL.....KKLIQ .. 91
PFF0750w 122 . ROK L Ll seyi nrqi | ghyt snyhhhhhskl di t pl aadgkFI . . .. .. FaayEYCDGg. . . . . DL.... KKLIQ .. 179
PKH_113350 121 ... .. RQ(Cl seyi nrqi | ghhasnf ghskkl dnt pl sadgkf . I F .................................. AA L EYCDAG. . . . . DL.....KRLIQ .. 176
PVX_ 113910 121 ... .. RXKci seyi nrqi | ghhasnfghsakl dntplaadgkf. I F. ... ... ... .. .. . . . .. . . . ... ... AA. ... .. Y...EYCDAG..... DL.... . KRLIQ .. 176
PBANKA 123020 143 ... .. Q\/ .................................... I D .................................. Mvpl sl dgkfi faaY...EYCDGg. . ... DL.. ... KKLI Gktk 178
PY06538 143 o VK e D Mvpl sl dgkf i faaY. .. EYCDG&. . . .. DL.....KKLIQ. 175
PCHAS_ 123090 119 ..... RQ<g| seyinrqil ghytsnyhhqvkidmapl sldgkf. IF.......... .. ... ... ... ... ... AA. .. ... Y...EYCDG&. .. .. DL.....KKLI th k 177
TA09960 178 .. ... EHEgi t nkl nnqi sel 1 ksdsr | spkef gf ypf knt qi fVL .................................. G...... Y...EFCR&. . ... DLgr gi f RKFSK. . 239
TP04 0791 78 ... GDL. .o GR . G...... Fooimmm- L --. ... RKFTK .. 190
BBOV _111008880 222 . . ... KSQ oo LR Mral Y...EYCEGQg. . ... DLgr ai WRAYSK. . . 249
TGGT1 118720 190 .. ... AN VE . AA L Y...EFCP&. . . .. DL..... KKLLA. .. 210
TGME49 029020 190 ... .. ONF. . V. AA L Y...EFCP&. . . .. DL..... KKLLA. .. 210
TGVEG_026470 190 ... .. ONF. V. AA L Y...EFCP&. . . .. DL..... KKLLA. .. 210
NCLIV_030060 187 el kKpnONF. ..o VE. AA L Y...EFCPQg. . . .. DL..... KKLLA. .. 212
ETH_00023650 148 | age. ELK. .. Pl e V... ... F. .. VFAAYel ceggDL. . . .. KKLLA. .. 177
foreground (15): ENK VT GA [ EYCAG RKLSA 09

RLF PF M F VFAPY RFLK

Qv I D Qv DA |
wt_res_fregs (3): 224 31 14 7 74716 99 27713

212 15 21 2 14121 1132

31 31 12 31 33
insertions 2 6 2 6 8 1 1
deletions 66666 66 23
posifion 80 . 90
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i

— - -
Intermediate o o
unknown 92 . WVH= .. A o G......... LPLR COgiBLMEENVML. . . . NRTY. ... VLI €l CEEFRYNDEDMUEIVAl YYEPLEVL
unknown 180 . KTKisddgA. . ................. G......... LNLK] M_get sNHKY. . . . LL € CiiEl - KNDEDMUIVAl YV EPL[EVL
unknown 177 . KTKitddgA. .. ................ G......... LSLKI M_ght pNRKY. . . . LL € CiiEl - KNDEeDMUEIVAl YV EPL[EVL
unknown 177 . KTKitddgA. ... ..o G......... LSLK VMLqgt aNRKF. . . . LLIM €| CiEL - KNDeDMUsIVAll YYEPLISVL
unknown 179 iSENg. ... A ... G......... LCLKI NquthNNKY ... LLM € CiiEl - KNDEDMUEIVAl YYEPL[EVL
unknown 176 .KTKlnenqA ................... G......... LCLK] M_gyt hNNKY. . . . LLXI €l CiEL - KNDEDMUEIVAll YYEPLISVL
unknown 178 1 SENg. .. A ..o G......... LCLK VNquthNNKY. L LL €| CiEL - KNDeDMUsIVAll YYEPLISVL
unknown 240 .SSEg....— ................... e FSL . fp VL‘IGQ*GLGR:FRSL €Tl LIAQUIMYEPI [EVI
unknown 191 USSEg. ... F.. oo S | PE- - I NL. S DRDQof p. VLI eL=FRSL eT| LIAQUIMEYEPI [EVI
unknown 250 CNQPg. ... Yoo S LSE- - I M. ...SDSErlt. VLA eMGEEFRNLDETVIRIAQUL FYEPI [EVI
unknown 211 . MHRg. . .. Sagngesgt gsppplsw. .. G ......... LPL LM.. ... TGIDpet aVL{l €l CEEL RYNVED! Iigivall YYESLEVL
unknown 211 . MHRg. . .. Sagngesgtgsppplsw. .. G ......... LPL LM.. ... TGTDpet aVLJl €l CEEL RYNVED! IgivVall YYESLIEVL
unknown 211 . MHRq. . .. Sagngesgtgsppplsw... G ......... LPLR LM.. ... TGIDpet aVL[Jl €l CiEL RYNVED! IEivall YYESLEVL
unknown 213 .LHRq....Gaggnanqesgtgtppplsmﬁi ......... LPLR LNL....TGWDpetaVL<I €l CEEL RYNVED! IEivall YYESLEVL
unknown 178 . KORe. . .. N ... ... . . KpsssvspewgLPL LMt se. NENC. . .. VL €L CxSFRANACE] IiEIVAl YYEPLISVL
position 100 140 150 160 . 0
— —_—— e L B J_-_L--l— E— _-h-h_-_- - __—_..L
Background [ ] 000 00 o000 ® 00000000000 [ ] 000 0000 O o [ ] (X ] ® 00000 o0 o
consensus 92 . VHR. .. .. A G €L AYLENNKMREBLHEENVM.. . . . NRTY. . . . VL[ dBWeLCREFRYNDGDMTPTV ! YYEPLEVL
PFF0750w 180 . KTKi sddgA. .. ... ... ... G €L AYL[gNNKMgEBLIMEEINVM get sNHKY. . . . LL{{I GBL(€L CREL- KNDGDMTPTVQJ! YY&PL[EVL
PKH_113350 177 . KTKitddgA. . ................. G €l AYL[gNNKMg L [MEFINVM_ght pNRKY. . . . LL[{I GBL{el CREL- KNDGDMTPTVQY! SPL[EVL
PVX_113910 177 .KTKitddgA. . ................. G €L AYL[gNNKMOg L MEEINVM_gqt aNRKF. . . . LL[{ GBL[€L CREL- KNDCDMIPTV SPL[EVL
PBANKA_ 123020 179 i SENg. ... A .................. G €L AYL[gNNKMVCgEBL {IgF NquthNNKY....LL‘IelLeLCREL—KNDGDNWPTVO | YY5PL[EVL
PY06538 176 . KTKi nenqA ................... G €l AYL[gNNKMg L [MEFINVM_qyt hNNKY. . . . LL[SI GBL{el CREL- KNDGDMTPTVQY! SPL[EVL
PCHAS 123090 178 i SENg. ... A ...... .. ... ... G €l AYLgNNKM g =L | %] VM_qythNNKY . LLMI GBL €l CREL- KNDGDMTPTVY! SPL[EVL
TA09960 240 .SSEg... T e €L AYL[{gNLKI E{gEBLIMENNI M- .DREprp VL{I GWelL GREFRSLHGTI TPTAQYMFY[EPI |=
TP04 0791 191 U SSEQ. ... F ..o S €l AYL[gNLKI ElgzBL Mg INL....DRDprp VLM GpWeL GREFRSLHGTI TPTAQMVFYEPI [&
BBOV 111008880 250 . NQPg. ... Y. .................. S €l AYL[gVEKI ElgsBLIMENNI M. . . . SDSEr | t. VLM GBVEMGREFRNLDGTVTPTAQLFYEPI [
TGGT1_118720 211 . MHRg. . . . Sagngesgt gspppl sw. .. G €l AFL|gSENLCgs®LIAEONL M . . . . TGTDpet aVL[{l GBLELCRELRYNVGDI TPTVQYl YY[ESL[EVL
TGME49 029020 211 . MHRg. . .. Sagngesgt gspppl sw... G €l AFL|gSENLCgsBL(MAEONL M . . . . TGTDpet aVL[{l GBLELCRELRYNVGDI TPTVQJl YYESL[EVL
TGVEG 026470 211 . MHRg. . .. Sagngesgt gspppl sw. .. G €l AFL[gSENLCgsBL MgONLM.. . . . TGTDpet aVL{l GBL(€L CRELRYNVGDI TPTVQYl YYESL[EVL
NCLIV_030060 213 . LHRg. . .Gaggnanqesgtgtppplsvﬁa €l AFL|gSENLCgs®LIAEONL M . . . . TGTDpet aVL[{l GBLELCRELRYNVGDI TPTVQYl YY[ESL[EVL
ETH_00023650 178 CKORe. .. N ... KpsssvspemgLPLRHAKLLAFOLL €L AFL NEKLOthLK:IﬁLNLtse NENC. . . . VLM Gl [l CRSFRANAGE!I TPTVAIl YY[EPL[SVL
foreground {63): SNP K NQVKSYWYeI | EeVAYOgSHRVI gl QNI LV NKNG { GBFELARAFST PVR FEVVHLWY S AREVL
VH LTEEL! RKFI F- LLGQALAFL SRG L L L L DDD NL LA S SVT LKKLTP || S L
K ISSLELK RISI M | SSK I S G IPP K
wt_res_freqgs (23): 122 1 1 1211126311384116315493141299929949692 1225 22851999868252471315126648779949917
11 31112311211 48133123 12173 6 312 14 44 111 111271
1 11 1 1 1221 121112 2 4 211 1 2 111 1 4 4
insertions 337 7 1 1 1 1143 91 3 6 11
deletions 611 2 1 7666764331111111111111111111 14 11113 3111 1111111111111
- - - I - - .
Foreground o o °
consensus 92 . VHR .. .. A G......... LPLRHAKWLSFQLLINGLAYLHNNKMCHRDLKPENVML. . . . NRTY. . .
PFF0750w 180 . KTKi sddgA. ... ............... G....ov . LNLKEAKW.SFQLL
PKH_113350 177 . KTKitddgA. ... ..o G......... L SLKEAKW.SFQLL
PVX_113910 177 . KTKitddgA. .. ... ... .. G......... LSLKEAKW.SFQLL
PBANKA_ 123020 179 i SENg. ... A .................. G......... LCLKEAKWLSFQLL
PY06538 176 . KTKi nenqA ................... G......... LCLKEAKWLSFQLL
PCHAS 123090 178 i SENg. ... A ....... .. ......... G......... LCLKEAKWLSFQLL
TA09960 240 .SSEQ. .. .- e FSLQEVKWLSFQLL
TP04 0791 191 U SSEQ. ... F ..o S | PE- - VKWLSFQLL
BBOV 11008880 250 . NQPg. ... Y................... S LSE- - VKWYAFQLL
TGGT1_118720 211 . VHRq. . .. Sagngesgt gsppplsw. .. G ......... LPLRHVKRLAFQLL
TGME49 029020 211 . MHRg. ... Sagngesgtgsppplsw...G......... LPLRHVKRLAF
TGVEG_026470 211 . MHRq. . .. Sagngesgtgsppplsw... G ......... LPLRHVKRLAFQLL
NCLIV_030060 213 .LHRq....Gaggnanqesgtgtppplsvma ......... LPLRHAKRLAFQLL .
ETH_00023650 178 L KORe. ... N ... KpsssvspewgLPLRHAKLLAFQL L GLAFLHNEKLCHRDLKPDNLNLtse
foreground (15): SSN A G LCLKEAKRLAFQLL
VHR N K L
KK S S S D I
wt_res_fregs (3): 211 3 6 8183459294999999996996372799999929399 2221 39999979979836171925999299779927992
123 1 1 41334 1 5 3 232 33 1233 2 216 222 13 7 12 2 7
322 1 1 2 32 4112
insertions 9 2 6 4 4
deletions 6 6 11 4
position . 100 110 120 130 140 150 160 170

172*
268
265
265
264
264
263
322
273

312
312
312
317
272

9.1

23
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Intermediate °
unknown 173 LG AA Heo 177*
unknown 269 L-........ I - skf el snkhhhkshat nhrrddndddededddddededdddeeeedddvdenvevkl hgr nkt ssnnknnnnknhnsni nynnh 353
unknown L P - skf emakgkkgkvkar gkakapvngl st canpphgnnsqi nhphasaphsnapypsr ai st r gi dst gkkri haasagctidrg 350
unknown L e - skf emakgkkgr akar gr vkpppggsr anhgganr gganhsgenr cganr gsanhssagl ananr anesaphssapdaqgr apst 350
unknown L e - skf drsktrsgkngvnksgsgsgsakngsvkngsvkngsvkngsvkngsvkngsvkngsvkngsvkngsi kngsi kngsi kngs 349
unknown 265 L-. ... P - skf dr sknr ppkngggsgsgsgnvsgkggggsgsgnvsskggggsgkggsgsasr ksgsgggsgsskgr sgsggasgt vsrksg 349
unknown 264 L-. ... eI, - skf dr skar asksgsi ksadi kt gsnkngsnksgsnksgat nkssanksdt sksrnsnrsgasksgt sqngt snrsggsksgns 348
unknown 323 LG .o Slsi I tsdt NNSKSt T ShN. L . . 343
unknown 214 LG ..o SEsiltsdpnnl Kt tf ShN. L L. 294
unknown B3LG .o PM ... . N| ppadpeaql gsrpl hrhn. ..o 356
unknown 313 LGrigpandrdrakyanengl AA . ... H 336
unknown 313 LG i gpandrdrakyanengl AA. . .............. H .................................................................................... 336
unknown 313 LGri gpandrdrakyanengl AA. . .............. H o 336
unknown 318 LG i gpandr dr akyanengl AA ................ o K2y
unknown 273 LG nkgdgeggseep. . ....GA . ... ... ... ... .. H. o 290
position .
Background )
consensus 173 LG AA. L H e 177*
PFF0750w 269 L-... .. I - skf el snkhhhkshat nhrrddndddededddddededdddeeeedddvdenvevkl hgr nkt ssnnknnnnknhnsni nynnh 353
PKH_113350 266 L-. .. ... P - skf emakgkkgkvkar gkakapvngl st canpphgnnsqi nhphasaphsnapypsr ai st r gi dst gkkri haasagctidrg 350
PVX_113910 266 L-. ... S - skf emakgkkgr akar gr vkpppggsr anhgganr gganhsgenr cganr gsanhssagl ananr anesaphssapdaqr apst 350
PBANKA 123020 265 L-................... e - skf dr skt rsgkngvnksgsgsgsakngsvkngsvkngsvkngsvkngsvkngsvkngsvkngsvkngsi kngsi kngsi kngs 349
PY06538 265 L-. ... P - skf dr sknr ppkngggsgsgsgnvsgkggggsgsgnvsskggggsgkggsgsasr ksgsgggsgsskgr sgsggasgt vsrksg 349
PCHAS 123090 264 L-................... e - skf dr skar asksgsi ksadi kt gsnkngsnksgsnksgat nkssanksdt sksrnsnrsgasksgt sqngt snrsggsksgns 348
TA09960 323 LG Slsi ltsdt NNSKSt T ShN. L . e 343
TP04_0791 214 LG .o SEsi L tsdpnnl Kt tf SN Lo 294
BBOV 111008880 333 LG .................. PM ... N| ppadpeaqgl gsrpl hrhn. ..o 356
TGGT1 118720 313 LGrigpandrdrakyanengl AA. . . . ... H o 336
TGME49 029020 313 LGri gpandrdrakyanengl AA. .. ............. H .................................................................................... 336
TGVEG_026470 313 LGri gpandrdrakyanengl AA. .. ............. H o 336
NCLIV_030060 318 LG i gpandrdrakyanengl AA .. ........ ... .. oo 341
ETH_00023650 273 LG nkgdgeggseep. ..... GA ... H e e e e e e e e e e e e e e e e e e e e e 290
foreground (63): LG AT K 0.0
F SR

CK

wt_res_freqgs (23): 67 11 1
1 21

11
insertions
deletions 13 11 1 9.1
Foreground
consensus 173 LG .. ... . AR H 177*
PFF0750w - skf el snkhhhkshat nhrr ddndddededddddededdddeeeedddvdenvevkl hgr nkt ssnnknnnnknhnsni nynnh 353
PKH_113350 - skf emakgkkgkvkar gkakapvngl st canpphgnnsqi nhphasaphsnapyﬁsr al strgi dst gkkri haasagctidrg 350
PVX 113910 - skf emakgkkgr akar gr vkpppggsr anhgganr gganhsgenr cganr gsanhssagl ananr anesaEhssaEdaqr apst 350
PBANKA 123020 - skf dr skt rsgkngvnksgsgsgsakngsvkngsvkngsvkngsvkngsvkngsvkngsvkngsvkngsi kngsi kngsi kngs 349
PY06538 - skf dr sknr ppkngggsgsgsgnvsgkggggsgsgnvsskggggsgkggsgsasr ksgsgggsgsskgr sgsggasgt vsrksg 349
PCHAS_123090 - skf dr skar asksgsi ksadi kt gsnkngsnksgsnksgat nkssanksdt sksrnsnrsgasksgt sqngt snrsggsksgns 348
TA09960 Slsiltsdt NNSKSt T SN L .o oo 343
TP04 0791 Slsiltsdpnnl Kt tf ShN ..o 294
BBOV_111008880 PM ... Ni ppadpeaql gsrpl hrhn. .. 356
TGGT1 118720 313 LGri gpandrdrakyanengl AA. .. ............. H o 336
TGME49 029020 313 LG i gpandrdrakyanengl AA. .. ............. H. o 336
TGVEG_026470 313 LGri gpandrdrakyanengl AA. .. ............. H o 336
NCLIV_030060 318 LG i gpandrdrakyanengl AA. . ... ... ........ H. oo 34
ETH_00023650 273 LG nkgdgeggseep. . . . .. GA ... H. o e e e e e e e e 290
foreground (15): LG A N 09

Sl H

A
wt_res_freqgs (3): 96 13 2

%1 3
insertions 3 1 4
deletions 4 44 4 23
position .
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Intermediate
unknown <
unknown 354 nwsrrknkmkkkkkkkkkkkegqdddyynkdf O. . . .. oo 385
unknown 351 raegnggnr sdqgngnsnnr kkknnker gket hgert eegekyt gr krer arnr gi eeddﬁynnkdfq ........................................................ 418
unknown 351 rgi hsvrssgdgggsavr aact t dggt ahgsgangsgdgqgt pcnr nrkskqgr evaagr gkat ar ekaat r enaat genaat gnaat gnaat gnagt genaaaqgnaaager ar | r gi eeddyys 474
unknown 350 i kngsgrcsegrrsddaynmgdeaf ekdyest Ndr df Q. . . . ... 386
unknown 350 sgkgrsggasgsgggggt vrrsdeayngdent eknyest ndrdf g. . . . ... 394
unknown 349 ksrtsksgtsqgngt st ksngsgrgserrssddayngdepf ekeyesf NAr Af Q. . . 401
unknown A o
unknown 20D
unknown BT
unknown 3
unknown 1/
unknown 3
unknown A
unknown 20 e
position
Background
consensus 1
PFF0750w 354 nwsrr knkmkkkkkkkkkkkegqdddyynkdf 0. . . .. oo 385
PKH_113350 351 raegnggnr sdggngnsnnr kkknnker gket hgert eegekyt gr krer ar nr gi eeddﬁynnkdfq ........................................................ 418
PVX_113910 351 rgi hsvrssgdgggsavr aact t dggt ahgsgangsgdgqgt pcnr nr kskqr evaagr gkat ar ekaat r enaat genaat qnaat qnaat qnagt qenaaaqnaaaqer ar | r gi eeddyys 474
PBANKA 123020 350 i kngsgrcsegrrsddayngdeaf ekdyest Ndrdf Q. . . .. ..o 386
PY06538 350 sgkgrsggasgsgggggt vrrsdeayngdent eknyest ndrdf g. . . . ... 394
PCHAS 123090 349 ksrtsksgt sgngt st ksngsgrgserrssddayngdepf ekeyesf ndrdf . . . ..o 401
TA09960 B
TP04_0791 20D
BBOV 1008880 357 . . . ..ottt e e e e e e e e
TGGTT 18720 337 . ..ttt e
TGME49 029020 337 . .. ..o ittt ettt
TGVEG 026470 337 . .. ..t ittt ettt e e e e e e e e e e
NCLIV_030060 Bh
ETH 00023650 201 . . . o ittt ittt e e e e e et e e e e e e e e e e et e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
insertions
deletions 9.1
Foreground
consensus £
PFF0750w 354 nwsrrknknkkkkkkkkkkkeqdddﬁynkdfq ............................................................................................ 385
PKH_113350 351 raegnggnr sdggngnsnnr kkknnker gket hgert eegekyt gr kr er ar nr gi eeddﬁynnkdf ........................................................ 418
PVX_113910 351 rgi hsvrssgdgggsavr aact t dggt ahgsgangsgdgqgt pcnr nr kskqr evaagr gkat ar ekaat r enaat genaat gnaat gnaat gnagt genaaaqnaaager ar | r gi eeddyys 474
PBANKA 123020 350 i kngsgrcsegrrsddayngdeaf ekdyest NAr df 0. . .. ... 386
PY06538 350 sgkgrsggasgsgggggt vrrsdeaynmgdent eknyest Ndr df Q. . . . ... 394
PCHAS_123090 349 ksrtsksgt sgngt st ksngsgr gserrssddayngdepf ekeyesf ndrdf q 401
TA09960 3
TP04_0791
BBOV_111008880
TGGT1_118720
TGME49 029020 337 . . . . . oottt
TGVEG 026470 337 . . . . .ottt e
NCLIV_030060 B
ETH 00023650 201 . . . o oottt ittt et e et et et e e e e e e e et e e e ettt et et e e e e et
insertions
deletions 23

position
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—— — R N r——

Intermediate ) ° ° ° ° ° o °
unknown | 2 HEL FHEVAEFQVI | (51 VNSLETRTEOSVWENCSRSQHY. . . . . .. SHXDFSNH. . . . .. KI QNRKDALQ . 278*
unknown | RLFK SFDLI | (51 VNSL(EKIgNKDOSL EFFSNSRFYp! . . . . . KE-DFENV. . . . .. HI KNKKDALNvi tngRI 492
unknown | =FDLI | |51 VNSL{eK[gNNDEL EFFSDSRFYp! . . . . . KE- DFENV. . . . .. NI KNKKDALNvi t ngRI 525
unknown | =FDLI | [§1 VNSL{eK[gNSOEL EFFSDSRFYp . . . . . KE-DFENV. . . . .. NI KNRKDALNvi t ngRI 586
unknown | =FDLI | |51 VNSL{eK[gNNDEL EYFSDSRFYpf . . . . . KD-DFENI . ... .. KI' KNRKDALNvi t ngKI 493
unknown | d SFDLI | (51 VNSL{EKIENKNSL EYFSDSRFYpS . . . . . KD-DFENI . ... .. Kl KDRKDALNvi t ngKIl 501
unknown | {€VT[EFDLI | [z1 VNSL{EKgNNDELEYFSDSRFYpf . . . . . KD-DFENI . . .. .. KI KNRKDALNvi tngKI 508
unknown | L FHENSBFQVL SEI VTI LIERgTEA NCSLSEHY. . .. ... PF- NGSLYqf ki ssKKENLRVALRg. . 450
unknown | gL FHENSBFOQVLSEI VTI LIEHETEASVWKNCSL SEHY. . . . . .. PF- NGSLYqf ki ssKKENLRVALKg. . . . R 3 401
unknown | L FHENSBFOQVL T3l VT TLEHETEDEWRNCSRSEHY. . . . . . . PF- NGSLYnvhvedKKERLRSVLRg. . . . KMB ] 463
unknown L L FKETQSFEVLI [RVTKVL(ET[gTEEEWINCCRLOQHYpf r nl seSH FFSEHd. . . . . KRQNLNAVLQg. . . . KL[BL 3 445
unknown L ETQEFEVLI ZVTKVL{ET|FTEEEWINCCRLQHYpf r nl seSH- FESEHd. . . . . KRONLNAVLQQ. . . . KL[BL 3 445
unknown L ETQEFEVLI ZVTKVL{ET|FTEEEWINCCRLQHYpf r nl seSH- FESEHd. . . . . KRONLNAVLQg. . . . KL[BL 3 445
unknown | L FKETJSFEVLI [RVTKVL{ET[gTEHEWINCCRLQHYpf r nl seSH FFSEHd. . . . . KRONLNAVLQY. . . . KL[BL ‘ 450
unknown | CTUSFEVLI [RVTKI LETIRTEASW - - - - - - - - . ... .. ---=-=-=-=-,, ., ., ==========, , , , ===-=--==c=-2==c-=<-====-- 338
position 0 . 220 . 230 . 240 . 250 . . .
Background [ ] 00000 000 o000 000 0000 O O o0 [ X X ] [ X X ] e o o0 [ XX ] o0
consensus 178 ... .. YGLNVBI VSAACI | J8M | GRPLFHGVQEFQVI | RI VNSLGTPTEDEWENCSRSCHY. . . . . . . SHXDFSNH. . . . .. KI QNRKDALQ . . . . KI DEDG DLLVKMLKY! 278*
PFFO750w 386 ... .. YGLNVBl WSAACI | J8LI | GRPLFKGVTEFDLI | RI VNSLGKPNKDELEFFSNSRFYpI . . . . . KE- DFFNV. . . . .. HI KNKKDALNvi t ngRI DELGE DLLVKM_KY 492
PKH_113350 419 ... .. YG.NV]pl WSAACI | dSLI | GRPLFRGVTEFDLI | RI VNSLGKPNNDELEFFSDSRFYp! . . . . . KE- DFFNV. . . . .. NI KNKKDALNvi t ngRI DELG DLLVKMLKY! 525
PVX_113910 475 nkdf gYGLNVl WSAACI | dsLI | GRPLFRGVTEFDLI | Rl VNSLGKPNSDELEFFSDSRFYpI . . . . . KE- DFFNV. . . . .. NI KNRKDALNvi t ngRI DELG DLLVKM_KY! 586
PBANKA 123020 387 ..... YGLNVI WSAACI | dsLI | GKPLFRGVTEFDLI | RI VNSLGKPNNDELEYFSDSRFYpf . . . . . KD-DFFNI . . .. .. KI' KNRKDALNvi t ngKI DELG DLLVKM_KY! 493
PY06538 39%5 ... .. YG.NV]BI WSAACI | dSLI | GKPLFRGVTEFDLI | RI VNSLGKPNKNELEYFSDSRFYpf . . . . . KD-DFFNI . ... .. KI KDRKDALNvi t ngKI DELG DLLVKMLKY! 501
PCHAS_123090 402 .. ... YGLNVBl WSAACI | JSLI | GKPLFRGVTEFDLI | RI VNSLGKPNNDEL EYFSDSRFYpf . . . . . KD-DFFENI . . .. .. Kl KNRKDALNvi tng Kl DELA DLLVKM_KY! 508
TA09960 344 ... Y& BMSAACI | ASM TCRPLFHGNSDFQVLSRI VTI LGRPTEAEVWKNCSLSEHY. . . . . .. PF- NGSLYqf ki sSKKENLRVALRg. . . . KI DDTGLDLLLSM_EY 450
TP04_0791 295 ... .. YG NVBMASAACI | ASM TGRPLFHCGNSDFQVLSRI VT LGRPTEAEWKNCSLSEHY. . . . . .. PF- NGSLYqf ki ssKKENLRVALKg. . . . RVDDTGLDLLLSM_EY! 401
BBOV _111008880 357 .. ... YG NABI WSAACI | ASLVTG-PLFHGNSDFQVLTRI VT TLGRPTEDEWRNCSRSEHY. . . . . . . PF- NGSLYnvhvedKKERLRSVLRg. . . . KMDDVGLDLLLSLLQYI 463
TGGT1_118720 337 ..... YGLGV/BLWSAEC! LASM RGTPLFKGTQEFEVLI RVTKVLGTPTEEEWINCCRLQHYpf r nl seSH FESEHd. . . . . KRQNLNAVLQY. . . . KLDLDGL.DLLARM_DY! 445
TGME49 029020 337 ..... YGLGVBLWSAECI LASM RGTPLFKGTQEFEVLI RVTKVLGTPTEEEWINCCRLQHYpf r nl seSH FFSEH. . . . . KRONLNAVLQY. . . . KLDLDGL.DLLARM_DY! 445
TGVEG_026470 337 ..... YGLG/BLVEAEC LAEM RGTPLFKGTQEFEVLI RVTKVLGTPTEEEWINCCRLQHYpf r nl seSH FESEHd. . . . . KRONLNAVLQY. . . . KLDLDGL.DLLARM_DY! 445
NCLIV_030060 342 ... YGLGVBLWSAECI | ASM RGTPLFKGTQEFEVLI RVTKVLGTPTEEEWINCCRL(QHYpf r nl seSH FESEHd. . . . . KRQNLNAVLQY. . . . KLDLDGLDLLARM_DY! 450
ETH_00023650 291 .. ... YGLGABI WGAECI | ASMFRG PLFKGTOEFEVLI RVTKI LGTPTEAEW - - - - - - - -, . .. ... ===-=-=-==. ., . . ===-=====-,, ,  ==---===--=-==22-=="==----=- 338
foreground (63): AVPWEVECVFAEVATGLKPLFPCDSETI DOQLFKT FSV PNEDTWPGV PNY FPKW KPNNL OSVFP NI DPDGVDLT SKMLOYNRAKET SAKD ™ 6.0
TTSI ™M L | LVNKRA 8 EQEI R EIF TDE ELTN KDF N D RF QDVSTLLK RLGNEALEI LTRL VLD SR TCRE
GPP L | SS DD Y K E P EIVE K D LI NS | N A
wt_res_freqgs (23): 931359299298246852232588274656557448721586724125553115514 1 16723 2211511123 22411415731448243914973622
1223 2 2 611 311211 1 213 1221 121 1 1 12 1111111221 1311212114123 123 11 4113
211 1 2 2 21 1 1 l ll 11 111 1 1 1 111 1111 1 112 11 1 1 1
insertions 11 4 13 1 3 1 13 3 1 16131 14 17
deletions 111111111111113111113433333433443333443377664999117797771 771 66747 1197766666 66444433443444444444666666 9.1
- | - - | | - -
Foreground [ L) [
consensus 178 .. ... YGLNVDI WEAAC! | CEM | GRPLFHGVQEFQVI | RI VNSLGTPTEOEWENCSRSCQHY. . . . . .. SHXDFSNH. . . . .. KI QNRKDALQ . . . . KI DEDGE DLLVKM_KYNPHDRI TAAD 278*
PFF0750w 386 ... .. YGLNVDI WSAACI | CELI | GRPLFKGVTEFDLI | RI VNSLGKPNKDOELEFFSNSRFYpI . . . . . KE- DFENV. . . . .. HI KNKKDALNvi t ngRI DELG DLLVKM_KYNPNDRI TAAD 492
PKH_113350 419 ... .. YGLNVDI WBAACI | CELI | GRPLFRGVTEFDLI | RI VNSLGKPNNDELEFFSDSRFYp! . . . . . KE- DFFNV. . . . .. NI KNKKDALNvi t ngRI DELG DLLVKM_KYNPNDRI TAAD 525
PVX_113910 475 nkdf qYGLNVDI WSAACI | CELI | GRPLFRGVTEFDLI | RI VNSLGKPNSDELEFFSDSRFYpI . . . . . KE- DFENV. . . . .. NI KNRKDALNvi t ngRI DELG DLLVKM_KYNPNDRI TAAD 586
PBANKA_ 123020 387 ..... YGLNVDI WSAACI | CELI | GKPLFRGVTEFDLI | RI VNSLGKPNNDELEYFSDSRFYpf . . . . . KD-DFENI . . .. .. Kl KNRKDALNvi t ngKI DELG DLLVKM_KYNPNDRI TAAD 493
PY06538 3% ... .. YGLNVDI WBAACI | CELI | GKPLFRGVTEFDLI | RI VNSLGKPNKNELEYFSDSRFYpf . . . . . KD-DFFNI . . .. .. KI' KDRKDALNvi t ngKI DELG DLLVKM_KYNPNDRI TAAD 501
PCHAS_123090 402 .. ... YGLNVDI WSAACI | CELI | GKPLFRGVTEFDLI | RI VNSLGKPNNDELEYFSDSRFYpf . . . . . KD-DFENI . ... .. Kl KNRKDALNvi t ng Kl DELG DLLVKM_KYNPNDRI TAAD 508
TA09960 344 ... YG NVDMASAACI | AEM TGRPLFHGNSDFQVLSRI VTI LGRPTEASBWKNCSLSEHY. . . .. .. PF- NGSLYqf ki sSKKENLRVALRg. . . . KI DDTGLDLLLSM_EYNPHKRI SAQV 450
TP04_0791 295 ... .. YA NVDMABAACI | AEM TGRPLFHGNSDFQVLSRI VT LGRPTEAEBWKNCSLSEHY. . . . . .. PF- NGSLYqf ki ssKKENLRVALKg. . . . RVDDTGLDLLLSM_EYNPHKRI SAQV 401
BBOV_111008880 357 .. ... YA NADI WEAAC! | AELVTGFPLFHGNSDFQVLTRI VT TLGRPTEOEWRNCSRSEHY. . . . . .. PF- NGSLYnvhvedKKERLRSVLRg. . . . KNMDDVGLDLLLSLLQYNPHKRLSALE 463
TGGT1_118720 337 ... YGLGVDLWSAGCI LAEM RGTPLFKGTQEFEVLI RVTKVLGTPTEEEWINCCRLQHYpf r nl seSH FFSEHd. . . . . KRQNLNAVLQg. . . . KLDLDG.DLLARM_LDYNPHRRI TAAE 445
TGME49 029020 337 ..... YGLGVDLWSAGCI LAEM RGTPLFKGTQEFEVLI RVTKVLGTPTEEEWINCCRLQHYpf r nl seSH FFSEH. . . . . KRONLNAVLQY. . . . KLDLDGLDLLARMLDYNPHRRI TAAE 445
TGVEG_026470 337 ..... YGLGVDLWSAGCI LAEM RGTPLFKGTQEFEVLI RVTKVLGTPTEEEWINCCRLQHYpf r nl seSH FFSEHd. . . . . KRONLNAVLQY. . . . KLDLDGLDLLARMLDYNPHRRI TAAE 445
NCLIV_030060 342 ... .. YGLGVDLWSAGC!I | AEM RGTPLFKGTQEFEVLI RVTKVLGTPTEEEWINCCRLQHYpf r nl seSH FFSEHd. . . . . KRONLNAVLQ. . . . KLDLDGL.DLLARM_DYNPHRRI TAAE 450
ETH_00023650 291 .. ... YGLGADI V\GAGCI | AEIVFRGI PLFKGI' FEVLI RVTKI LGTPTEABW - - - - - - - -, ., ... =--==- -, ... ==========, ., === -=--==c-----o---====-
foreground (15): YA GADI WEAGC D IRV D NGSNH KIDDTA D D \AD
I'N M S A LA IVFI | H \N/%g 8LS IVKI K LKFFSLLRF PF FFFLI RM LL L LR K HR T QY
R R K D EY RQ KH D EV RQ RKD Q L ED VK K E
wt_res_fregs (3): 997329591939983947292999493229363793323993931296255226258 21 22532 7227122583 64821838882278288833872863
186 13 2 33 2361 6632 2 12 311361233 22 26321 133 5213 1 21235 22 3 52 611
3 3 31 3 323 21 22 233 2 2 32 33 1 2
insertions 6 4 8
deletions 666666666 66966666 6666666666 66666666666666666666666666 2.3
position 180 . 190 . 200 . 210 . 220 . 230 . 240 . 250 . 260 . 270 .



Intermediate

unknown 285*
unknown 499
unknown 532
unknown 593
unknown 500
unknown 508
unknown 515
unknown 457
unknown 408
unknown 470
unknown 452
unknown 452
unknown 452
unknown 457
unknown
position

| = |
Background oo cooo
consensus 279 ALS| 285*
PFF0750w 493 ALSHPWF 499
PKH_113350 526 ALSHPWF 532
PVX_113910 587 ALSHPWE 593
PBANKA 123020 494 ALSHPWF 500
PY06538 502 ALSHPWF 508
PCHAS 123090 509 ALSHPWF 515
TA09960 451 ALSHRWF 457
TP04_0791 402 ALSHKWF 408
BBOV 111008880 464 ALSHPWF 470
TGGT1 118720 446 ALSHOAF 452
TGME49 029020 446 ALSHQAF 452
TGVEG 026470 446 ALSHOAF 452
NCLIV_030060 451 ALSHOWNF 457
ETH_00023650 339 -------
foreground (63): ALNHPWF 6.0

L %3 FL
wt_res_fregs (23): 7816616

111 21

1 4

insertions
deletions 6667111 941
Foreground
consensus
PFF0750w
PKH_113350
PVX_113910
PBANKA 123020
PY06538
PCHAS_123090
TA09960
TP04_0791

BBOV_|11008880
TGGT1_118720
TGME49_029020
TGVEG_026470
NCLIV_030060
ETH_00023650

foreground (15):
wt_res_fregs (3):

insertions
deletions

8888288
4

position

6666666

23
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