
4_g1c10fs.r1_Fusarium_sporotrichioides_Tri_10_overexpressed_cDNA_library_Fusarium_sporotrichioides_cDNA_clone_g1c10fs_5',_mRNA_sequen BI189734_g1c10fs.r1_Fusarium_sporotrichioides_Tri_10_overexpressed_cDNA_library_Fusarium_sporotrichioides_cDNA_clone_g1c10fs_5',_mRNA_sequen 320.3
BI189733_g1c10fs.f1_Fusarium_sporotrichioides_Tri_10_overexpressed_cDNA_library_Fusarium_sporotrichioides_cDNA_clone_g1c10fs_3',_mRNA_sequen BU068840_2568_F11_K22ZT5_Mature_peri thecia_Gibberella_zeae_cDNA,_mRNA_sequence 320.5

BU062571_Fgr_1_P12_T7_Nitrogen-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence 320.8
DR670610_EST1060727_FvO_Gibberella_moniliformis_cDNA_clone_FVOBC43,_mRNA_sequence DR673221_EST1063338_FvO_Gibberella_moniliformis_cDNA_clone_FVOBT38,_mRNA_sequence 321.2

697_i3g12fs.r1_Fusarium_sporotrichioides_Tri_10_overexpressed_cDNA_library_Fusarium_sporotrichioides_cDNA_clone_i3g12fs_5',_mRNA_sequen BI190697_i3g12fs.r1_Fusarium_sporotrichioides_Tri_10_overexpressed_cDNA_library_Fusarium_sporotrichioides_cDNA_clone_i3g12fs_5',_mRNA_sequen 321.4
DR681576_EST1071693_FvO_Gibberella_moniliformis_cDNA_clone_FVODR36,_mRNA_sequence 321.6

DR681577_EST1071694_FvO_Gibberella_moniliformis_cDNA_clone_FVODR36,_mRNA_sequence EC596533_FU071f01_Asexual_conidial_life-cycle_of_Fusarium_oxysporum_f._sp._cucumerinum_Fusarium_oxysporum_f._sp._cucumerinum_cDNA_clone_FU07
DR647177_EST1037294_FvN_Gibberella_moniliformis_cDNA_clone_FVNA837,_mRNA_sequence DR619024_EST1009152_FvH_Gibberella_moniliformis_cDNA_clone_FVHDM49,_mRNA_sequence 321.7

Scaffold1.48 DR647177_EST1037294_FvN_Gibberella_moni liformis_cDNA_clone_FVNA837,_mRNA_sequence
DR638225_EST1028850_FvM_Gibberella_moniliformis_cDNA_clone_FVMB631,_mRNA_sequence DR638225_EST1028850_FvM_Gibberella_moniliformis_cDNA_clone_FVMB631,_mRNA_sequence 321.8

DR647178_EST1037295_FvN_Gibberella_moniliformis_cDNA_clone_FVNA837,_mRNA_sequence BU067870_1631_C01_F01ZT5_Mature_peri thecia_Gibberella_zeae_cDNA,_mRNA_sequence
BU067870_1631_C01_F01ZT5_Mature_perithecia_Gibberella_zeae_cDNA,_mRNA_sequence EC593220_FU013d03_Asexual_conidial_life-cycle_of_Fusarium_oxysporum_f._sp._cucumerinum_Fusarium_oxysporum_f._sp._cucumerinum_cDNA_clone_FU01 321.9

BU060319_Fgr-C_0_P20_T3_Carbon-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence BU060319_Fgr-C_0_P20_T3_Carbon-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence
BU060319_Fgr-C_0_P20_T3_Carbon-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence 322.1

BU060320_Fgr-C_0_P20_T7_Carbon-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence BU060320_Fgr-C_0_P20_T7_Carbon-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence
DT527759_AP1C6_Subtracted_cDNA_library_from_Fusarium_graminearum_infected_wheat_heads_(sFHB)_Gibberella_zeae_cDNA_clone_AP1C6_5',_mRNA_seque 322.2
EB530979_Fg13_03o24_T3_Fg13_AAFC_ECORC_Fusarium_graminearum_mycelium_partial_cDNA_Gibberella_zeae_cDNA_clone_Fg13_03o24,_mRNA_sequence 322.4

T3_Fg13_AAFC_ECORC_Fusarium_graminearum_mycelium_partial_cDNA_Gibberella_zeae_cDNA_clone_Fg13_03o24,_mRNA_sequence EB530671_Fg13_02k18_T3_Fg13_AAFC_ECORC_Fusarium_graminearum_mycelium_partial_cDNA_Gibberella_zeae_cDNA_clone_Fg13_02k18,_mRNA_sequence
DR628130_EST1018258_FvI_Gibberella_moniliformis_cDNA_clone_FVICO81,_mRNA_sequence DR617918_EST1008046_FvH_Gibberella_moniliformis_cDNA_clone_FVHCY46,_mRNA_sequence 322.5

DR618802_EST1008930_FvH_Gibberella_moniliformis_cDNA_clone_FVHDJ77,_mRNA_sequence BE605250_e4g01fs.f1_Fusarium_sporotrichioides_Tri_10_overexpressed_cDNA_library_Fusarium_sporotrichioides_cDNA_clone_e4g01fs_3',_mRNA_sequen 322.6
DR668941_EST1059058_FvO_Gibberella_moniliformis_cDNA_clone_FVOB127,_mRNA_sequence DR668942_EST1059059_FvO_Gibberella_moniliformis_cDNA_clone_FVOB127,_mRNA_sequence 322.7

0_c4c07fs.f1_Fusarium_sporotrichioides_Tri_10_overexpressed_cDNA_l ibrary_Fusarium_sporotrichioides_cDNA_clone_c4c07fs_3',_mRNA_sequen BI188400_c4c07fs.f1_Fusarium_sporotrichioides_Tri_10_overexpressed_cDNA_library_Fusarium_sporotrichioides_cDNA_clone_c4c07fs_3',_mRNA_sequen
BI188400_c4c07fs.f1_Fusarium_sporotrichioides_Tri_10_overexpressed_cDNA_library_Fusarium_sporotrichioides_cDNA_clone_c4c07fs_3',_mRNA_sequen 323.2

AFC_ECORC_Fusarium_graminearum_mycelium_cornmeal_solid_culture_Gibberella_zeae_cDNA_clone_Fg05_03g18,_mRNA_seque CD457047_Fg05_03g18_R_Fg05_AAFC_ECORC_Fusarium_graminearum_mycelium_cornmeal_solid_culture_Gibberella_zeae_cDNA_clone_Fg05_03g18,_mRNA_seque
BI188401_c4c07fs.r1_Fusarium_sporotrichioides_Tri_10_overexpressed_cDNA_library_Fusarium_sporotrichioides_cDNA_clone_c4c07fs_5',_mRNA_sequen 323.4

DY989118_GpanSEQ6433_Geomyces_pannorum_pBluescript_(EcoRI-XhoI)_Geomyces_pannorum_cDNA_clone_GpanSEQ6433,_mRNA_sequence 323.8
DY588253_DD1_Fusarium_culmorum_Differential_Display_library_Fusarium_culmorum_cDNA,_mRNA_sequence 323.9

DR665464_EST1055581_FvO_Gibberella_moniliformis_cDNA_clone_FVOAE20,_mRNA_sequence DR665464_EST1055581_FvO_Gibberella_moniliformis_cDNA_clone_FVOAE20,_mRNA_sequence 324.8
BU063136_Fgr_2_L12_T7_Nitrogen-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence CN812550_Fg12_01e22_T3_Fg12_AAFC_ECORC_Fusarium_graminearum_mycelium_full-length_cDNA_Gibberella_zeae_cDNA_clone_Fg12_01e22,_mRNA_sequence 325.2
CN812507_Fg12_01c08_T7_Fg12_AAFC_ECORC_Fusarium_graminearum_mycelium_full-length_cDNA_Gibberella_zeae_cDNA_clone_Fg12_01c08,_mRNA_sequence BU063135_Fgr_2_L12_T3_Nitrogen-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence

DR641601_EST1032226_FvM_Gibberel la_moniliformis_cDNA_clone_FVMCC30,_mRNA_sequence BI200520_n3e05fs.f1_Fusarium_sporotrichioides_Tri_10_overexpressed_cDNA_library_Fusarium_sporotrichioides_cDNA_clone_n3e05fs_3',_mRNA_sequen
DR641601_EST1032226_FvM_Gibberella_moniliformis_cDNA_clone_FVMCC30,_mRNA_sequence

325.3

BU065054_Fgr_6_I05_T3_Nitrogen-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence BU065054_Fgr_6_I05_T3_Nitrogen-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence
BU062871_Fgr_2_F20_T3_Nitrogen-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence 325.4

DR643256_EST1033881_FvM_Gibberella_moniliformis_cDNA_clone_FVMCX07,_mRNA_sequence DR643256_EST1033881_FvM_Gibberel la_moniliformis_cDNA_clone_FVMCX07,_mRNA_sequence 325.6
BU061143_FgrN_5_E04_T7_Nitrogen-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence 326.3

CD456021_Fg03_06g04_R_Fg03_AAFC_ECORC_Fusarium_graminearum_mycelium_trichothecene_production_Gibberella_zeae_cDNA_clone_Fg03_06g04,_mRNA_seq BU064587_Fgr_5_E04_T3_Nitrogen-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence
DR645219_EST1035844_FvM_Gibberella_moniliformis_cDNA_clone_FVMDL62,_mRNA_sequence BU064587_Fgr_5_E04_T3_Nitrogen-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence

DR645219_EST1035844_FvM_Gibberella_moniliformis_cDNA_clone_FVMDL62,_mRNA_sequence
326.4

DR671208_EST1061325_FvO_Gibberella_moniliformis_cDNA_clone_FVOBG27,_mRNA_sequence 326.5
08_02h06_R_Fg08_AAFC_ECORC_Fusarium_graminearum_complex_substrate_Gibberella_zeae_cDNA_clone_Fg08_02h06,_mRNA_sequence CD459340_Fg08_02h06_A_Fg08_AAFC_ECORC_Fusarium_graminearum_complex_substrate_Gibberella_zeae_cDNA_clone_Fg08_02h06,_mRNA_sequence

CD459340_Fg08_02h06_A_Fg08_AAFC_ECORC_Fusarium_graminearum_complex_substrate_Gibberella_zeae_cDNA_clone_Fg08_02h06,_mRNA_sequence 326.6

BU066310_Fgr_9_O17_T3_Nitrogen-sta rved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence CD459961_Fg09_07o03_A_Fg09_AAFC_ECORC_Fusarium_graminearum_simple_substrate_Gibberella_zeae_cDNA_clone_Fg09_07o03,_mRNA_sequence 326.7
BU065913_Fgr_8_N14_T3_Nitrogen-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence DR648628_EST1038745_FvN_Gibberella_moniliformis_cDNA_clone_FVNAH88,_mRNA_sequence 326.8
BU063661_Fgr_3_G14_T3_Nitrogen-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence DR651955_EST1042072_FvN_Gibberella_moni liformis_cDNA_clone_FVNB342,_mRNA_sequence 326.9

DR678016_EST1068133_FvO_Gibberel la_moniliformis_cDNA_clone_FVOCO72,_mRNA_sequence CV828278_EST_ae07_-_differentially_expressed_on_plant_cell_walls_DIFCW_SSH_cDNA_Gibberella_zeae_cDNA_clone_ae07_similar_to_gb:AAO49455.1_|_h
BW646389_BW646389_mycelial_cDNA_library_Fusarium_oxysporum_f._sp._melonis_cDNA_clone_WVG-14_G11,_mRNA_sequence 327.0

BI750230_Fg02_06b12_R_Fg02_AAFC_ECORC_Fusarium_graminearum_mycelium_Gibberella_zeae_cDNA_clone_Fg02_06b12,_mRNA_sequence BU060077_Fgr-C_0_K11_T3_Carbon-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence
BU060078_Fgr-C_0_K11_T7_Carbon-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence 327.1

BU061383_Fgr_0_I11_T7_Nitrogen-sta rved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence CD461036_Fg09_05a03_A_Fg09_AAFC_ECORC_Fusarium_graminearum_simple_substrate_Gibberella_zeae_cDNA_clone_Fg09_05a03,_mRNA_sequence 327.2
DR673008_EST1063125_FvO_Gibberella_moniliformis_cDNA_clone_FVOBR87,_mRNA_sequence BI187803_b2e06fs.r1_Fusarium_sporotrichioides_Tri_10_overexpressed_cDNA_library_Fusarium_sporotrichioides_cDNA_clone_b2e06fs_5',_mRNA_sequen

DR673008_EST1063125_FvO_Gibberel la_moniliformis_cDNA_clone_FVOBR87,_mRNA_sequence DR673008_EST1063125_FvO_Gibberella_monil iformis_cDNA_clone_FVOBR87,_mRNA_sequence 327.3
DR649598_EST1039715_FvN_Gibberella_moniliformis_cDNA_clone_FVNAO20,_mRNA_sequence DR640169_EST1030794_FvM_Gibberella_moniliformis_cDNA_clone_FVMBU66,_mRNA_sequence

DR656825_EST1046942_FvN_Gibberella_moniliformis_cDNA_clone_FVNBY55,_mRNA_sequence 327.4
DR656825_EST1046942_FvN_Gibberella_moniliformis_cDNA_clone_FVNBY55,_mRNA_sequence BI189725_g1c04fs.r1_Fusarium_sporotrichioides_Tri_10_overexpressed_cDNA_library_Fusarium_sporotrichioides_cDNA_clone_g1c04fs_5',_mRNA_sequen 327.5

Scaffold1.49 327.7
BI190730_i4c03fs.r1_Fusarium_sporotrichioides_Tri_10_overexpressed_cDNA_library_Fusarium_sporotrichioides_cDNA_clone_i4c03fs_5',_mRNA_sequen DR678584_EST1068701_FvO_Gibberella_monil iformis_cDNA_clone_FVOCS27,_mRNA_sequence

DR649105_EST1039222_FvN_Gibberella_moniliformis_cDNA_clone_FVNAK86,_mRNA_sequence DR649105_EST1039222_FvN_Gibberella_moniliformis_cDNA_clone_FVNAK86,_mRNA_sequence 327.9

Scaffold1.50 BM866260_mgcs005xO05f.b_Magnaporthe_grisea_CS_Uni-Zap_XR_Library_Magnaporthe_grisea_cDNA_clone_mgcs005xO05_5',_mRNA_sequence 328.2
EB530988_Fg14_01e08_C_Fg14_AAFC_ECORC_Fusarium_graminearum_mycelium_full-length_cDNA_Gibberella_zeae_cDNA_clone_Fg14_01e08,_mRNA_sequence 328.4

g14_01e08_C_Fg14_AAFC_ECORC_Fusarium_graminearum_mycelium_full-length_cDNA_Gibberella_zeae_cDNA_clone_Fg14_01e08,_mRNA_sequence BI749851_Fg02_04g07_R_Fg02_AAFC_ECORC_Fusarium_graminearum_mycelium_Gibberella_zeae_cDNA_clone_Fg02_04g07,_mRNA_sequence 328.5
BI749851_Fg02_04g07_R_Fg02_AAFC_ECORC_Fusarium_graminearum_mycelium_Gibberella_zeae_cDNA_clone_Fg02_04g07,_mRNA_sequence BU064858_Fgr_5_P19_T3_Nitrogen-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence

CD459394_Fg09_03d05_A_Fg09_AAFC_ECORC_Fusarium_graminearum_simple_substrate_Gibberella_zeae_cDNA_clone_Fg09_03d05,_mRNA_sequence 328.6
CD459266_Fg08_06e01_A_Fg08_AAFC_ECORC_Fusarium_graminearum_complex_substrate_Gibberella_zeae_cDNA_clone_Fg08_06e01,_mRNA_sequence 328.7

08_06e01_A_Fg08_AAFC_ECORC_Fusarium_graminearum_complex_substrate_Gibberella_zeae_cDNA_clone_Fg08_06e01,_mRNA_sequence CD459266_Fg08_06e01_A_Fg08_AAFC_ECORC_Fusarium_graminearum_complex_substrate_Gibberella_zeae_cDNA_clone_Fg08_06e01,_mRNA_sequence
CD459266_Fg08_06e01_A_Fg08_AAFC_ECORC_Fusarium_graminearum_complex_substrate_Gibberella_zeae_cDNA_clone_Fg08_06e01,_mRNA_sequence 328.8

CD457899_Fg04d_01a13_A_Fg04_AAFC_ECORC_Fusarium_graminearum_mycelium_grown_on_wheat_heads_Gibberella_zeae_cDNA_clone_Fg04d_01a13,_mRNA_seque 329.0
BU068760_2567_E03_I05ZT5_Mature_perithecia_Gibberella_zeae_cDNA,_mRNA_sequence BU068760_2567_E03_I05ZT5_Mature_peri thecia_Gibberella_zeae_cDNA,_mRNA_sequence 329.2

DR653129_EST1043246_FvN_Gibberella_moniliformis_cDNA_clone_FVNBA79,_mRNA_sequence 329.3
DR644705_EST1035330_FvM_Gibberella_moniliformis_cDNA_clone_FVMDF29,_mRNA_sequence 329.7

CD458802_Fg08_03c04_A_Fg08_AAFC_ECORC_Fusarium_graminearum_complex_substrate_Gibberella_zeae_cDNA_clone_Fg08_03c04,_mRNA_sequence 329.8
458146_Fg08_10d09_A_Fg08_AAFC_ECORC_Fusarium_graminearum_complex_substrate_Gibberella_zeae_cDNA_clone_Fg08_10d09,_mRNA_sequence BI749718_Fg02_04b06_R_Fg02_AAFC_ECORC_Fusarium_graminearum_mycelium_Gibberella_zeae_cDNA_clone_Fg02_04b06,_mRNA_sequence

DR629874_EST1020002_FvI_Gibberella_moniliformis_cDNA_clone_FVIDJ04,_mRNA_sequence BI749718_Fg02_04b06_R_Fg02_AAFC_ECORC_Fusarium_graminearum_mycelium_Gibberella_zeae_cDNA_clone_Fg02_04b06,_mRNA_sequence 329.9
DR678151_EST1068268_FvO_Gibberella_moniliformis_cDNA_clone_FVOCP55,_mRNA_sequence DR637099_EST1027724_FvM_Gibberella_moniliformis_cDNA_clone_FVMAU03,_mRNA_sequence
DR637100_EST1027725_FvM_Gibberella_moniliformis_cDNA_clone_FVMAU03,_mRNA_sequence DR637099_EST1027724_FvM_Gibberella_moniliformis_cDNA_clone_FVMAU03,_mRNA_sequence 330.2

BU064184_Fgr_4_D06_T3_Nitrogen-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence BU064184_Fgr_4_D06_T3_Nitrogen-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence 330.3
BU065549_Fgr_7_N22_T3_Nitrogen-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence 330.5

DR611298_EST1001426_FvG_Gibberella_moniliformis_cDNA_clone_FVGDX83,_mRNA_sequence 331.1
CN812136_Fg05_01l01_R_Fg05_AAFC_ECORC_Fusarium_graminearum_mycelium_cornmeal_solid_culture_Gibberella_zeae_cDNA_clone_Fg05_01l01,_mRNA_seque 331.2

CN811557_Fg13_01e18_T3_Fg13_AAFC_ECORC_Fusarium_graminearum_mycelium_partial_cDNA_Gibberella_zeae_cDNA_clone_Fg13_01e18,_mRNA_sequence 331.3
DV998695_Fgr-S4_3_G06_T7_F._graminearum_infected_wheat_subtraction_library_Gibberella_zeae_cDNA,_mRNA_sequence 331.7

DR662580_EST1052697_FvN_Gibberella_moniliformis_cDNA_clone_FVND901,_mRNA_sequence DR662580_EST1052697_FvN_Gibberella_moniliformis_cDNA_clone_FVND901,_mRNA_sequence 332.6

CN813160_Fg06_04o14_R_Fg06_AAFC_ECORC_Fusarium_graminearum_perithecia_Gibberella_zeae_cDNA_clone_Fg06_04o14,_mRNA_sequence CN813160_Fg06_04o14_R_Fg06_AAFC_ECORC_Fusarium_graminearum_perithecia_Gibberella_zeae_cDNA_clone_Fg06_04o14,_mRNA_sequence
CN813160_Fg06_04o14_R_Fg06_AAFC_ECORC_Fusarium_graminearum_perithecia_Gibberella_zeae_cDNA_clone_Fg06_04o14,_mRNA_sequence 333.9

Scaffold1.51 334.3

Scaffold1.52 334.6
DR654449_EST1044566_FvN_Gibberella_moniliformis_cDNA_clone_FVNBJ32,_mRNA_sequence DR654449_EST1044566_FvN_Gibberella_moniliformis_cDNA_clone_FVNBJ32,_mRNA_sequence 334.7

CN811361_Fg14_03g23_A_Fg14_AAFC_ECORC_Fusarium_graminearum_mycelium_full-length_cDNA_Gibberella_zeae_cDNA_clone_Fg14_03g23,_mRNA_sequence 335.1
CN811361_Fg14_03g23_A_Fg14_AAFC_ECORC_Fusarium_graminearum_mycelium_full-length_cDNA_Gibberella_zeae_cDNA_clone_Fg14_03g23,_mRNA_sequence BU064159_Fgr_4_C04_T3_Nitrogen-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence 335.2

DR630057_EST1020185_FvI_Gibberella_moniliformis_cDNA_clone_FVIDL67,_mRNA_sequence 336.7

DY763079_DD10a_Fusarium_graminearum_Differential_Display_library_Gibberella_zeae_cDNA,_mRNA_sequence 337.7
BU065069_Fgr_6_I20_T3_Nitrogen-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence 337.8

BU065069_Fgr_6_I20_T3_Nitrogen-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence CD460796_Fg09_01m18_A_Fg09_AAFC_ECORC_Fusarium_graminearum_simple_substrate_Gibberella_zeae_cDNA_clone_Fg09_01m18,_mRNA_sequence 337.9

DR647838_EST1037955_FvN_Gibberella_moniliformis_cDNA_clone_FVNAC75,_mRNA_sequence 339.4

CD460352_Fg09_06a22_A_Fg09_AAFC_ECORC_Fusarium_graminearum_simple_substrate_Gibberella_zeae_cDNA_clone_Fg09_06a22,_mRNA_sequence 341.0
BU068187_2555_C01_E01ZT5_Mature_perithecia_Gibberella_zeae_cDNA,_mRNA_sequence CD460352_Fg09_06a22_A_Fg09_AAFC_ECORC_Fusarium_graminearum_simple_substrate_Gibberella_zeae_cDNA_clone_Fg09_06a22,_mRNA_sequence 341.1

BI191452_k3g02fs.r1_Fusarium_sporotrichioides_Tri_10_overexpressed_cDNA_library_Fusarium_sporotrichioides_cDNA_clone_k3g02fs_5',_mRNA_sequen BW645044_BW645044_conidial_cDNA_library_Fusarium_oxysporum_f._sp._melonis_cDNA_clone_WCMC-15_C05,_mRNA_sequence 341.5
BI191451_k3g02fs.f1_Fusarium_sporotrichio ides_Tri_10_overexpressed_cDNA_library_Fusarium_sporotrichioides_cDNA_clone_k3g02fs_3',_mRNA_sequen DR667788_EST1057905_FvO_Gibberella_moniliformis_cDNA_clone_FVOAT37,_mRNA_sequence 341.6

0_Fg09_05c18_A_Fg09_AAFC_ECORC_Fusarium_graminearum_simple_substrate_Gibberella_zeae_cDNA_clone_Fg09_05c18,_mRNA_sequence CD460870_Fg09_05c18_A_Fg09_AAFC_ECORC_Fusarium_graminearum_simple_substrate_Gibberella_zeae_cDNA_clone_Fg09_05c18,_mRNA_sequence 341.7
Fg09_05c18_A_Fg09_AAFC_ECORC_Fusarium_graminearum_simple_substrate_Gibberella_zeae_cDNA_clone_Fg09_05c18,_mRNA_sequence CV827702_EST_3E07_-_differentially_expressed_on_plant_cell_walls_DIFCW_SSH_cDNA_Gibberella_zeae_cDNA_clone_3E07_similar_to_Protein_expressed 341.8
07_-_differentiall y_expressed_on_plant_cell_walls_DIFCW_SSH_cDNA_Gibberella_zeae_cDNA_clone_3E07_similar_to_Protein_expressed CN811281_Fg13_02c05_T3_Fg13_AAFC_ECORC_Fusarium_graminearum_mycelium_partial_cDNA_Gibberella_zeae_cDNA_clone_Fg13_02c05,_mRNA_sequence 341.9
T3_Fg13_AAFC_ECORC_Fusarium_graminearum_mycelium_partial_cDNA_Gibberella_zeae_cDNA_clone_Fg13_02c05,_mRNA_sequence CN811281_Fg13_02c05_T3_Fg13_AAFC_ECORC_Fusarium_graminearum_mycelium_partial_cDNA_Gibberella_zeae_cDNA_clone_Fg13_02c05,_mRNA_sequence 342.0

CD457952_Fg04d_01k03_A_Fg04_AAFC_ECORC_Fusarium_graminearum_mycelium_grown_on_wheat_heads_Gibberella_zeae_cDNA_clone_Fg04d_01k03,_mRNA_seque DR679378_EST1069495_FvO_Gibberella_moniliformis_cDNA_clone_FVOCX54,_mRNA_sequence
DR628236_EST1018364_FvI_Gibberella_moniliformis_cDNA_clone_FVICQ58,_mRNA_sequence 342.5

DR609996_EST1000124_FvG_Gibberella_moniliformis_cDNA_clone_FVGDD95,_mRNA_sequence DR631079_EST1021207_FvI_Gibberella_monil iformis_cDNA_clone_FVIDZ69,_mRNA_sequence
DR597381_EST987509_FvF_Gibberella_moniliformis_cDNA_clone_FVFIY60,_mRNA_sequence 342.6

BU066227_Fgr_9_L03_T3_Nitrogen-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence 343.1
ST_9f09_-_differentially_expressed_on_plant_cell_walls_DIFCW_SSH_cDNA_Gibberella_zeae_cDNA_clone_9f09_similar_to_sp:P06785_|_Thymi CV828207_EST_9f09_-_differentially_expressed_on_plant_cell_wal ls_DIFCW_SSH_cDNA_Gibberella_zeae_cDNA_clone_9f09_similar_to_sp:P06785_|_Thymi

DR595949_EST986077_FvF_Gibberella_monil iformis_cDNA_clone_FVFIH49,_mRNA_sequence 343.2
DR656774_EST1046891_FvN_Gibberella_moniliformis_cDNA_clone_FVNBY19,_mRNA_sequence DR656774_EST1046891_FvN_Gibberella_moniliformis_cDNA_clone_FVNBY19,_mRNA_sequence

DR678401_EST1068518_FvO_Gibberella_moniliformis_cDNA_clone_FVOCR17,_mRNA_sequence 343.5
DR636807_EST1027432_FvM_Gibberella_monil iformis_cDNA_clone_FVMAS07,_mRNA_sequence 343.6

CN814307_Fg06_05d08_R_Fg06_AAFC_ECORC_Fusarium_graminearum_perithecia_Gibberella_zeae_cDNA_clone_Fg06_05d08,_mRNA_sequence CN814307_Fg06_05d08_R_Fg06_AAFC_ECORC_Fusarium_graminearum_perithecia_Gibberella_zeae_cDNA_clone_Fg06_05d08,_mRNA_sequence 343.7
DR618548_EST1008676_FvH_Gibberella_moniliformis_cDNA_clone_FVHDG59,_mRNA_sequence 343.8

DR595310_EST985438_FvF_Gibberella_moniliformis_cDNA_clone_FVFIA58,_mRNA_sequence EB530531_Fg13_02a04_T3_Fg13_AAFC_ECORC_Fusarium_graminearum_mycelium_partial_cDNA_Gibberella_zeae_cDNA_clone_Fg13_02a04,_mRNA_sequence 343.9
EB054916_StheSEQ14438_Sporotri chum_thermophile_pBluescript_(EcoRI-XhoI)_Corynascus_heterothal licus_cDNA_clone_StheSEQ14438,_mRNA_sequence 344.4
CD458849_Fg08_03h06_A_Fg08_AAFC_ECORC_Fusarium_graminearum_complex_substrate_Gibberella_zeae_cDNA_clone_Fg08_03h06,_mRNA_sequence 344.6

g08_03h06_A_Fg08_AAFC_ECORC_Fusarium_graminearum_complex_substrate_Gibberella_zeae_cDNA_clone_Fg08_03h06,_mRNA_sequence CD459123_Fg08_05c11_A_Fg08_AAFC_ECORC_Fusarium_graminearum_complex_substrate_Gibberella_zeae_cDNA_clone_Fg08_05c11,_mRNA_sequence 344.7
BU066896_1612_D10_H20ZT_Mature_peri thecia_Gibberella_zeae_cDNA,_mRNA_sequence 344.8

_p1g07fs.f1_Fusarium_sporotrichioides_Tri_10_overexpressed_cDNA_library_Fusarium_sporotrichioides_cDNA_clone_p1g07fs_3',_mRNA_sequen BI201265_p1g07fs.r1_Fusarium_sporotrichioides_Tri_10_overexpressed_cDNA_library_Fusarium_sporotrichioides_cDNA_clone_p1g07fs_5',_mRNA_sequen 344.9
92139_m1d07fs.r1_Fusarium_sporotrichioides_Tri_10_overexpressed_cDNA_library_Fusarium_sporotrichioides_cDNA_clone_m1d07fs_5',_mRNA_sequen BI750168_Fg02_10c05_R_Fg02_AAFC_ECORC_Fusarium_graminearum_mycelium_Gibberella_zeae_cDNA_clone_Fg02_10c05,_mRNA_sequence

DR674938_EST1065055_FvO_Gibberella_moniliformis_cDNA_clone_FVOC471,_mRNA_sequence CN811439_Fg14_02l02_C_Fg14_AAFC_ECORC_Fusarium_graminearum_mycelium_full-length_cDNA_Gibberella_zeae_cDNA_clone_Fg14_02l02,_mRNA_sequence 345.2

07e02_A_Fg09_AAFC_ECORC_Fusarium_graminearum_simple_substrate_Gibberella_zeae_cDNA_clone_Fg09_07e02,_mRNA_sequence EB530859_Fg13_03g21_T3_Fg13_AAFC_ECORC_Fusarium_graminearum_mycelium_partial_cDNA_Gibberella_zeae_cDNA_clone_Fg13_03g21,_mRNA_sequence 345.3
CN813014_Fg06_01p16_R_Fg06_AAFC_ECORC_Fusarium_graminearum_perithecia_Gibberella_zeae_cDNA_clone_Fg06_01p16,_mRNA_sequence CN813014_Fg06_01p16_R_Fg06_AAFC_ECORC_Fusarium_graminearum_perithecia_Gibberella_zeae_cDNA_clone_Fg06_01p16,_mRNA_sequence 345.5
CN813014_Fg06_01p16_R_Fg06_AAFC_ECORC_Fusarium_graminearum_perithecia_Gibberella_zeae_cDNA_clone_Fg06_01p16,_mRNA_sequence CN813014_Fg06_01p16_R_Fg06_AAFC_ECORC_Fusarium_graminearum_perithecia_Gibberella_zeae_cDNA_clone_Fg06_01p16,_mRNA_sequence

BU060593_Fgr-C_1_F13_T7_Carbon-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence 345.6
BU060593_Fgr-C_1_F13_T7_Carbon-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence BU060061_Fgr-C_0_K03_T3_Carbon-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence

BU060061_Fgr-C_0_K03_T3_Carbon-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence 345.7

DR611358_EST1001486_FvG_Gibberel la_moniliformis_cDNA_clone_FVGDY56,_mRNA_sequence DR611358_EST1001486_FvG_Gibberella_monil iformis_cDNA_clone_FVGDY56,_mRNA_sequence 346.5

DR661225_EST1051342_FvN_Gibberella_moniliformis_cDNA_clone_FVNCZ20,_mRNA_sequence DR597223_EST987351_FvF_Gibberella_moniliformis_cDNA_clone_FVFIW78,_mRNA_sequence 346.9

CD461322_Fg09_04a21_A_Fg09_AAFC_ECORC_Fusarium_graminearum_simple_substrate_Gibberella_zeae_cDNA_clone_Fg09_04a21,_mRNA_sequence 347.5
_Fg09_04a21_A_Fg09_AAFC_ECORC_Fusarium_graminearum_simple_substrate_Gibberella_zeae_cDNA_clone_Fg09_04a21,_mRNA_sequence CD461322_Fg09_04a21_A_Fg09_AAFC_ECORC_Fusarium_graminearum_simple_substrate_Gibberella_zeae_cDNA_clone_Fg09_04a21,_mRNA_sequence 347.6

BU059951_Fgr-C_0_H17_T7_Carbon-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence BU059951_Fgr-C_0_H17_T7_Carbon-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence 348.8
DR660282_EST1050399_FvN_Gibberella_moniliformis_cDNA_clone_FVNCK79,_mRNA_sequence BU059950_Fgr-C_0_H17_T3_Carbon-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence

Scaffold1.53 BU066194_Fgr_9_J18_T3_Nitrogen-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence
BU066194_Fgr_9_J18_T3_Nitrogen-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence

348.9

DR663681_EST1053798_FvO_Gibberella_moniliformis_cDNA_clone_FVOA077,_mRNA_sequence DR663681_EST1053798_FvO_Gibberella_moniliformis_cDNA_clone_FVOA077,_mRNA_sequence
DR663681_EST1053798_FvO_Gibberella_moniliformis_cDNA_clone_FVOA077,_mRNA_sequence BI201410_p3b01fs.r1_Fusarium_sporotrichioides_Tri_10_overexpressed_cDNA_library_Fusarium_sporotrichioides_cDNA_clone_p3b01fs_5',_mRNA_sequen 349.0

BU060184_Fgr-C_0_M20_T7_Carbon-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence 349.2
BU064228_Fgr_4_F02_T3_Nitrogen-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence BU064228_Fgr_4_F02_T3_Nitrogen-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence

BU064228_Fgr_4_F02_T3_Nitrogen-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence 349.3

BU059415_Fgr-C_02_G23_T3_Carbon-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence BQ110405_VD0109H01_VD01_Vertici llium_dahliae_cDNA,_mRNA_sequence
BU059415_Fgr-C_02_G23_T3_Carbon-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence BI187990_b4a03fs.r1_Fusarium_sporotrichioides_Tri_10_overexpressed_cDNA_library_Fusarium_sporotrichioides_cDNA_clone_b4a03fs_5',_mRNA_sequen

BU059415_Fgr-C_02_G23_T3_Carbon-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence BU059415_Fgr-C_02_G23_T3_Carbon-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence
349.4

4a03fs.f1_Fusarium_sporotrichioides_Tri_10_overexpressed_cDNA_library_Fusarium_sporotrichioides_cDNA_clone_b4a03fs_3',_mRNA_sequen CV827720_EST_3g05_-_differentially_expressed_on_plant_cell_walls_DIFCW_SSH_cDNA_Gibberel la_zeae_cDNA_clone_3g05_similar_to_Protein_expressed 349.5
BU065252_Fgr_7_A23_T3_Nitrogen-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence BU065252_Fgr_7_A23_T3_Nitrogen-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence

BU065252_Fgr_7_A23_T3_Nitrogen-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence 349.6
DR654851_EST1044968_FvN_Gibberella_moniliformis_cDNA_clone_FVNBL81,_mRNA_sequence CD458463_Fg08_12g12_A_Fg08_AAFC_ECORC_Fusarium_graminearum_complex_substrate_Gibberella_zeae_cDNA_clone_Fg08_12g12,_mRNA_sequence 349.7

BU060803_Fgr-C_1_J22_T7_Carbon-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence BU060802_Fgr-C_1_J22_T3_Carbon-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence
BU060802_Fgr-C_1_J22_T3_Carbon-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence 349.8

BU060802_Fgr-C_1_J22_T3_Carbon-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence 349.9
BU060121_Fgr-C_0_L09_T7_Carbon-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence BU067050_1614_E02_I04Z5T_Mature_peri thecia_Gibberella_zeae_cDNA,_mRNA_sequence

BU060121_Fgr-C_0_L09_T7_Carbon-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence 350.5

BU065906_Fgr_8_N06_T3_Nitrogen-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence BU065906_Fgr_8_N06_T3_Nitrogen-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence 350.6
BU068727_2565_H11_P21ZT5_Mature_peri thecia_Gibberella_zeae_cDNA,_mRNA_sequence 350.9

BU066468_1606_G11_M22ZS5_Mature_perithecia_Gibberella_zeae_cDNA,_mRNA_sequence BU068307_2556_H01_O02ZT5_Mature_peri thecia_Gibberella_zeae_cDNA,_mRNA_sequence
BU068792_2568_A08_A16ZT5_Mature_perithecia_Gibberella_zeae_cDNA,_mRNA_sequence BU066468_1606_G11_M22ZS5_Mature_peri thecia_Gibberella_zeae_cDNA,_mRNA_sequence 351.1

EE486306_est_mpmyc003_b08_est_mpmyc_Trichoderma_atroviride_cDNA_similar_to_probable_acetolactate_synthase,_mRNA_sequence BU065145_Fgr_6_M06_T3_Nitrogen-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence 351.2
BU065145_Fgr_6_M06_T3_Nitrogen-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence BU065145_Fgr_6_M06_T3_Nitrogen-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence

AJ894839_AJ894839_mycelium_Lambda_Zap_Library_L02_Hypocrea_lixii_cDNA_clone_L02T34P053R04891,_mRNA_sequence BU065145_Fgr_6_M06_T3_Nitrogen-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence
AJ894839_AJ894839_mycelium_Lambda_Zap_Library_L02_Hypocrea_lixii_cDNA_clone_L02T34P053R04891,_mRNA_sequence

351.3

BU066871_1612_B05_D10ZT_Mature_peri thecia_Gibberella_zeae_cDNA,_mRNA_sequence 351.6
BU067325_1619_D10_H19ZT5_Mature_peri thecia_Gibberella_zeae_cDNA,_mRNA_sequence 351.7

CD456538_Fg03_05e04_A_Fg03_AAFC_ECORC_Fusarium_graminearum_mycelium_trichothecene_production_Gibberella_zeae_cDNA_clone_Fg03_05e04,_mRNA_seq 352.9
DR597233_EST987361_FvF_Gibberella_moniliformis_cDNA_clone_FVFIW89,_mRNA_sequence 353.0

DR638815_EST1029440_FvM_Gibberella_moniliformis_cDNA_clone_FVMBD58,_mRNA_sequence DR638815_EST1029440_FvM_Gibberella_moniliformis_cDNA_clone_FVMBD58,_mRNA_sequence
DR638815_EST1029440_FvM_Gibberella_moniliformis_cDNA_clone_FVMBD58,_mRNA_sequence 353.5

DY763133_DD11i_Fusarium_graminearum_Differential_Display_library_Gibberella_zeae_cDNA,_mRNA_sequence 353.7
BM871873_mgns015xJ04f.b_Magnaporthe_grisea_NS_Uni-Zap_XR_Library_Magnaporthe_grisea_cDNA_clone_mgns015xJ04_5',_mRNA_sequence 354.1

BU060276_Fgr-C_0_O22_T3_Carbon-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence BU060276_Fgr-C_0_O22_T3_Carbon-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence
BU060277_Fgr-C_0_O22_T7_Carbon-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence 354.2

BI191365_k2h05fs.r1_Fusarium_sporotrichioides_Tri_10_overexpressed_cDNA_library_Fusarium_sporotrichioides_cDNA_clone_k2h05fs_5',_mRNA_sequen 354.3
DR671479_EST1061596_FvO_Gibberella_moniliformis_cDNA_clone_FVOBI01,_mRNA_sequence DR671478_EST1061595_FvO_Gibberella_moniliformis_cDNA_clone_FVOBI01,_mRNA_sequence

DR665963_EST1056080_FvO_Gibberella_monil iformis_cDNA_clone_FVOAH38,_mRNA_sequence 354.7
DR628063_EST1018191_FvI_Gibberella_moniliformis_cDNA_clone_FVICN53,_mRNA_sequence BU063495_Fgr_3_D02_T3_Nitrogen-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence
BU063496_Fgr_3_D02_T7_Nitrogen-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence BU063496_Fgr_3_D02_T7_Nitrogen-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence

BU063496_Fgr_3_D02_T7_Nitrogen-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence
354.9

BU059306_Fgr-C_02_C07_T3_Carbon-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence CD456084_Fg03_08c01_R_Fg03_AAFC_ECORC_Fusarium_graminearum_mycelium_trichothecene_production_Gibberella_zeae_cDNA_clone_Fg03_08c01,_mRNA_seq 355.0
AFC_ECORC_Fusarium_graminearum_mycelium_trichothecene_production_Gibberella_zeae_cDNA_clone_Fg03_08c01,_mRNA_seq CD456084_Fg03_08c01_R_Fg03_AAFC_ECORC_Fusarium_graminearum_mycelium_trichothecene_production_Gibberella_zeae_cDNA_clone_Fg03_08c01,_mRNA_seq 355.1

BU065221_Fgr_6_P12_T3_Nitrogen-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence BU064319_Fgr_4_I21_T3_Nitrogen-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence
BU064319_Fgr_4_I21_T3_Nitrogen-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence BU064319_Fgr_4_I21_T3_Nitrogen-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence

BU064319_Fgr_4_I21_T3_Nitrogen-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence
355.3

CD459167_Fg08_07f07_A_Fg08_AAFC_ECORC_Fusarium_graminearum_complex_substrate_Gibberella_zeae_cDNA_clone_Fg08_07f07,_mRNA_sequence BU063299_Fgr_2_O22_T7_Nitrogen-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence 355.4
Scaffold1.54 355.5

CD458454_Fg08_11g10_A_Fg08_AAFC_ECORC_Fusarium_graminearum_complex_substrate_Gibberella_zeae_cDNA_clone_Fg08_11g10,_mRNA_sequence 356.4
BU059684_Fgr-C_0_B09_T7_Carbon-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence BU067470_1625_D02_G03ZT5_Mature_peri thecia_Gibberella_zeae_cDNA,_mRNA_sequence 356.5

DR678479_EST1068596_FvO_Gibberella_moniliformis_cDNA_clone_FVOCR62,_mRNA_sequence DR610254_EST1000382_FvG_Gibberella_moniliformis_cDNA_clone_FVGDH55,_mRNA_sequence 356.6
BI201361_p2f06fs.r1_Fusarium_sporotrichioides_Tri_10_overexpressed_cDNA_library_Fusarium_sporotrichioides_cDNA_clone_p2f06fs_5',_mRNA_sequen BU062576_Fgr_1_P15_T3_Nitrogen-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence

DR623439_EST1013567_FvI_Gibberella_moniliformis_cDNA_clone_FVIAQ58,_mRNA_sequence 356.7
DR628878_EST1019006_FvI_Gibberella_moniliformis_cDNA_clone_FVID008,_mRNA_sequence BU062577_Fgr_1_P15_T7_Nitrogen-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence 356.8

CN813691_Fg06_02g16_R_Fg06_AAFC_ECORC_Fusarium_graminearum_perithecia_Gibberella_zeae_cDNA_clone_Fg06_02g16,_mRNA_sequence CN813691_Fg06_02g16_R_Fg06_AAFC_ECORC_Fusarium_graminearum_perithecia_Gibberella_zeae_cDNA_clone_Fg06_02g16,_mRNA_sequence
CN813810_Fg06_03n06_R_Fg06_AAFC_ECORC_Fusarium_graminearum_perithecia_Gibberella_zeae_cDNA_clone_Fg06_03n06,_mRNA_sequence 357.0

BU059472_Fgr-C_02_J09_T3_Carbon-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence 357.2
BU059472_Fgr-C_02_J09_T3_Carbon-starved_mycelia_Gibberella_zeae_cDNA,_mRNA_sequence 357.3
DR680041_EST1070158_FvO_Gibberella_moniliformis_cDNA_clone_FVOD203,_mRNA_sequence 357.5

EB511559_Fg_Ta07b_04e09_R_Fg_Ta07b_AAFC_ECORC_Fusarium_graminearum_inculated_wheat_heads_Gibberella_zeae_cDNA_clone_Fg_Ta07b_04e09,_mRNA_seq 357.9
832_l3a02fs.f1_Fusarium_sporotrichioides_Tri_10_overexpressed_cDNA_library_Fusarium_sporotrichioides_cDNA_clone_l3a02 fs_3',_mRNA_sequen BI191832_l3a02fs.f1_Fusarium_sporotrichioides_Tri_10_overexpressed_cDNA_library_Fusarium_sporotrichioides_cDNA_clone_l3a02fs_3',_mRNA_sequen 358.0

BI191833_l3a02fs.r1_Fusarium_sporotrichioides_Tri_10_overexpressed_cDNA_library_Fusarium_sporotrichioides_cDNA_clone_l3a02fs_5',_mRNA_sequen 358.1
DR659699_EST1049816_FvN_Gibberella_moniliformis_cDNA_clone_FVNCH05,_mRNA_sequence DR659699_EST1049816_FvN_Gibberella_moniliformis_cDNA_clone_FVNCH05,_mRNA_sequence 358.9

2e03fs.r1_Fusarium_sporotrichioides_Tri_10_overexpressed_cDNA_library_Fusarium_sporotrichioides_cDNA_clone_m2e03fs_5',_mRNA_sequen BI192265_m2e03fs.r1_Fusarium_sporotrichioides_Tri_10_overexpressed_cDNA_library_Fusarium_sporotrichioides_cDNA_clone_m2e03fs_5',_mRNA_sequen
BI192265_m2e03fs.r1_Fusarium_sporotrichioides_Tri_10_overexpressed_cDNA_library_Fusarium_sporotrichioides_cDNA_clone_m2e03fs_5',_mRNA_sequen 359.2

EB530591_Fg13_02e24_T3_Fg13_AAFC_ECORC_Fusarium_graminearum_mycelium_partial_cDNA_Gibberella_zeae_cDNA_clone_Fg13_02e24,_mRNA_sequence DR635985_EST1026610_FvM_Gibberella_moniliformis_cDNA_clone_FVMAM59,_mRNA_sequence 359.3
_01a16_T3_Fg13_AAFC_ECORC_Fusarium_graminearum_mycelium_partial_cDNA_Gibberella_zeae_cDNA_clone_Fg13_01a16,_mRNA_sequence BI191891_l3d01fs.f1_Fusarium_sporotrichioides_Tri_10_overexpressed_cDNA_library_Fusarium_sporotrichioides_cDNA_clone_l3d01fs_3',_mRNA_sequen 359.4

DR677377_EST1067494_FvO_Gibberella_monil iformis_cDNA_clone_FVOCK66,_mRNA_sequence 359.6
CD458152_Fg08_11k17_A_Fg08_AAFC_ECORC_Fusarium_graminearum_complex_substrate_Gibberella_zeae_cDNA_clone_Fg08_11k17,_mRNA_sequence 359.7

g08_11k17_A_Fg08_AAFC_ECORC_Fusarium_graminearum_complex_substrate_Gibberella_zeae_cDNA_clone_Fg08_11k17,_mRNA_sequence CD458641_Fg08_12p19_A_Fg08_AAFC_ECORC_Fusarium_graminearum_complex_substrate_Gibberella_zeae_cDNA_clone_Fg08_12p19,_mRNA_sequence
CD458641_Fg08_12p19_A_Fg08_AAFC_ECORC_Fusarium_graminearum_complex_substrate_Gibberella_zeae_cDNA_clone_Fg08_12p19,_mRNA_sequence 359.8

08_12p19_A_Fg08_AAFC_ECORC_Fusarium_graminearum_complex_substrate_Gibberella_zeae_cDNA_clone_Fg08_12p19,_mRNA_sequence CD458641_Fg08_12p19_A_Fg08_AAFC_ECORC_Fusarium_graminearum_complex_substrate_Gibberella_zeae_cDNA_clone_Fg08_12p19,_mRNA_sequence 359.9
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